EVAMED

MeOULMHCKUN LeHTP

YTBepxkaaro

Ha yCJIyTry MeJULUHCKOro LeHTpa I. [llapba
Co3aH B NIOJIHOM COOTBETCTBUH
c [[pukazom MuHucrepcTBa 3apaBooxpaHeHusi PO ot
13 okTsa6psa 2017 r.
Ne804H «Ob YTBEPXKZAEHUU HOMEHKJIATYPbI

MEJIMOUHCKUX YCIIYT»
Kop | Koag HMY | HaumeHoBaHMe | CroumocTh
1.1.1. AyTouMyHHasl JUArHOCTHKa
AHTUHelpoHa/lbHble aHTUTea (AHTU-Yo1, Hu, Ri, PNMA2
(Ma2/Ta), CV2, AMdudu3uH), AMarHoCTUKA NapaHeOoIJIaCTUIECKUX
26.187. sHueda uToB 9 JH 6780,00
AHTHUHYKJIeapHble aHTUTeJa pu ckiepogepmuu (Scl-70, CENP A,
CENP B, RP 11, RP 155, dubpunnapus, NOR 90, Th/To, PM-Sc 100,
PM-Scl 75, Ku, PDGR, Ro-52) u anTuHyK/1eapHblil pakTop (AHD),
26.111. A12.06.010 |uMmmyHOOGJOT 9 AH 5600,00
AuTudochonunuanbie antutena (AT 6eTa-2-rukonpoTernny IgM,
IgG, annekcuny V IgM, IgG, nporpom6uny IgM, IgG, KJI,®C, X, Y,
26.112. A12.06.030 |DK, CD), uMmyHOOGO0T 9 1H 6000,00
AT K aHTUreHaM ayTOMMMYHHbIX 3a60s1eBaHu i neyeHu (PDC-AMA-
26.127. A12.06.024 |M2, M2-3E, SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210, Ro-52) 9 n1n 5100,00
A12.06.010.0
1754 01 AT k gBycnupanpHoi JIHK (xou. IgG) 6 aH 1100,00
26.192. A12.06.037 |AT x npoTteuHase-3 (anHTu-PR3) 9 nH 1550,00
26.308. AT k npotpom6uny IgG (xou) 3 jH 2220,00
26.333. AT k npotpomM6uny IgM (ko) 3 1H 2220,00
26.33. A12.06.037 |AT k yuronsasame HedTpodunoB (AHUA) (n/xon. IgG) 8 gu 1900,00
26.174. A12.06.037 |AT k nquronsasme HeiitpodusoB (AHLUA) IgA 9 nu 1580,00
AT k uurtoriasme Heitpodunos (AHIIA/nAHIA) IgG meTomoM
26.175. A12.06.053 |HPUD 9 gH 2480,00
AT npu nonumuosure: AT k Mi-2, Ku, PM-Scl100, PM-Scl75, SRP,
aHTHUCHHTeTa3Hble aHTHUTea (Jo-1, PL-7, PL-12, E], O]) u anTHTE A K
26.186 A12.06.025 |Ro-529 nH 5100,00
AyTOMMMYHHasi MMMYHOKOMIIJIEKCHas aTOJ10TUsA (KOMIIJIEMEHT
26.121. CH-50 u C1Q-I1gG-UK) 15 nn 2400,00
26.63. BrisiB/IeHYe aHTHTe N K peTUKYJIUHY KaaccoB IgG u IgA 9 nH 3200,00
JlMarHoCcTHKa BOCNIAJINTebHbIX NOJHHEBPUTOB (AT K
ranrivosugam GM1,GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a,
26.185. GT1b, GQ1b, cyabdaTuay) IgG/1gM 10 gu 7000,00
26.319 Kasbnporektus (S100 A8/A9) B kpoBH 4800,00
06cneoBaHKE IPU BOJTYAHOYHOM HeppuTe (AHTUHYKIEapHBIN
26.67. A12.06.009 |bakTop - AH®, AuTuTena k aycnupanbHoil JHK knacca IgG) 9 an 2650,00
CxkpunuHr Heanakuu (IgG k 1e3aMUHUPOBAHHBIM NeNTHAAM ajlbda-
26.57. ravajuvHa v IgA TkaHeBasi TpaHcryTaMuHasa 2) 15 gH 2800,00
1.1.2. bBakTepuoJioruyecKue uccjae 0BaHus
20.238. A07.16.006 |13C-ypeasHbiil fbixaTesbHbIN TecTHA Helicobacter pylori 5 gH | 3900,00




AneHoBupyc, Kaa (Adenovirus, suapedHBIA CHHIPOM ), aHTUT'€HHBIN

157.0. A26.19.090 |rect 3 gH 1200,00
AHanu3 MUKpo61oThI 1o OcunoBy (6uoTon "BpoHxuanbHoe

199.7. A26.30.005 |oTmensiemoe") 6 nH 6200,00

199.16. A26.30.005 [AHanu3 Mukpo6uoThl no OcunoBy (6uoTon "Baaranumie") 6 fH 6200,00

199.6. A26.30.005 [Ananu3 Mukpo6uoThl no OcunoBy (6uoTon "Koxa") 6 iH 6200,00

199.15. A26.30.005 [Ananu3 Mukpo6uoThl o OcunoBy (6uoTon "Moua") 6 fH 6200,00
AHau3 MUKpo61oThI 1o OcunoBy (6uoTon "My:xckas Mo4emnoJioBast

199.13. A26.30.005 |cucrema") 6 aH 6200,00

199.8. A26.30.005 |Ananus Mmukpo6uoThl o OcumnoBy (6uoron "Hortu") 6 aH 6200,00

199.11. A26.30.005 |AHanu3 Mukpo6uoThl o OcunoBy (6uoton "PaHa") 6 aH 6200,00
AHasnin3 MUKpo6uoTel no OcunoBy (6uoTon "PoToOBast MoJIOCTS,

199.12. A26.30.005 |HocorsioTka") 6 JH 6200,00
AHanu3 MUKpo6uroThl o OcunoBy (6uoton "CekpeT nmpoctaThl”) 6

199.10. A26.30.005 |gH 6200,00
AHau3 MUKpo6HOoThI 1o OcunoBy (6uoTon "Ciausucras riasa") 6

199.3. A26.30.005 |gH 6200,00

199.9. A26.30.005 [Anasm3 Mukpo6uoThl o OcunoBy (6uoTon "Causucras Hoca") 6 AH 6200,00

199.0. A26.30.005 [Anasmu3 Mukpo6uoThl Mo OcunoBy (6uoTon "ToHKasA KUIKaA") 6 1H 6200,00

199.14. A26.30.005 |AHanus Mmukpo6uoThl o OcumnoBy (6uorton "Yperpa") 6 1H 6200,00
AHanu3 MUKpo6HOoThI 1o OcunoBy (6uoTon "llepBUKaNIbHbBIH

199.1. A26.30.005 |kaHaua") 6 JH 6200,00

199.2. A26.30.005 |AHanu3 Mukpo6uoThl o OcunoBy (6uoton "dHg0oMeTpuil") 6 TH 6200,00
AHaJiM3 MUKPOGHOTEI 10 OCHIIOBY (6MOTON HPUCTEHOYHAS

199.5. A26.30.005 |mukpo6uora "TosicTas kumka") 6 1H 6200,00
AHasin3 MUKpo6uoThl Mo OcunoBy (6HOTON MPOCBETHAS

199.4. A26.30.005 |Mukpo6uoTa "TosicTast kumka") 6 1H 6200,00
KomriekCHOe MUKOJIOTHU4YeCcKoe uccieoBaHue Ha rpubsl (Candida

152.0. A26.09.025 |spp, Aspergillus spp., Cryptococcus neoformans) BE3 uyBcTBUT 8 fH 1250,00
Kpunrtocnopuguu napsym, kaj (Cryptosporidium parvum,

158.0. A26.19.097 |muapelHBbIW CHHAPOM), aHTUT€HHBIH TECT 2 JTH 1820,00
MukoJiorudeckoe UccaeZ0BaHHUe BOJIOC HA EPMAaTOMHUIIEThI

155.0.03.28 (Trichophyton spp., Microsporum spp., Epidermophyton spp.) 6e3

.00.0. A26.01.022 YYBCTB. K aHTUMUKOTHKAM 23 IH 1260,00
MukoJsiorudeckoe uccaezoBanve Ha acneprusuibl (Aspergillus spp.)

153.0 A26.09.025 |8 gH 1300,00
Mukosioruyeckoe uccaeoBaHUe Ha KpUIITOKOKK (Cryptococcus

154.0. A26.09.026 |neoformans) 31 aH 1500,00
MukoJiorudeckoe uccaef0BaHIE COCKO6a € KOXKU Ha

155.0.03.30 nepmaTtomuleTsl (Trichophyton spp., Microsporum spp.,

.00.0. A26.01.023 |Epidermophyton spp.) 6€3 4yBCTBUT. K aHTUMUKOTHUKAM 23 IH 1260,00
Mukosioruueckoe uccaeiloBaHUe COCKOOa C HOTTeBOH IIJIACTHHBI HA

155.0.03.15 nepmaromuneTsl (Trichophyton spp., Microsporum spp.,

.00.0. A26.01.023 |Epidermophyton spp.) 6€3 4yBCTBUT. K aHTUMHUKOTHKAM 23 J1H 1260,00
Mukpo6urosiorudeckas AUAarHOCTUKA AUC6aKTeprH03a KUILEeYHHKA C

124.0.05.19(A26.05.016.0 |ompegesieHHeM YyBCTBUTEIBHOCTH BO30OYAUTENS K

.01.0. 01 AHTHOAKTepHAJbHBIM NpenapaTam 6 IH 2200,00
Mukpo6uosioruyeckas AUAarHOCTHKA AUCOAKTEPHO3a KUIIIEYHHKA C

A26.05.016.0 |onpeneseHUEM YYBCTBUTENBHOCTHU BO3OYAUTENS K

5539 01 aHTHOaKTepUaJbHbIM NIpenapaTaM U 6akTepuodaram 8 aH 3000,00

151.0. A26.19.006 |MukpobGuosioruYecKasi JUAarHoCTUKA X0JIePHI, Kaa 7 IH 1500,00
OnpefesieHHe YyBCTBUTEJIBHOCTH K aHTUMHUKOTHYECKUM

07. npenapartam +1 f 600,00




[ToceB rpyiHOr0 MOJIOKA JIEBOW TPYAN HA MUKPOQJIOpY C

120.5.04.08 ompe/ieJIeHUEM YYBCTBUTEIbHOCTH BO3OYAUTES K

.01.0. A26.30.009 |aHTHOGaKTEpHaJbHBIM NIpenapaTaM 4 1H 1200,00
[ToceB rpyIHOr0 MOJIOKA JIEBOW TPYAU Ha MUKPOQJIOPY C

120.5.04.08 onpe/ieJieHHeM UYyBCTBUTEIbHOCTH BO3OyAUTEIS K

.01.3. A26.30.009 |aHTHOAaKTEpUAJbHBIM NpenapaTaM U 6akTepuodaram 4 aH 2050,00
[loceB rpyiHOr0 MOJIOKa IPaBOX IPyAN Ha MUKPOJIOpY C

120.5.04.09 omnpe/ieJieHUEM YyBCTBUTEIbHOCTH BO30YAUTES K

.01.0. A26.30.009 |aHTHOaKTepuaJbHBIM lpenapaTaMm 4 AH 1200,00
[loceB rpyiHOT0 MOJIOKA IPAaBOW TPyAH HA MUKPOGJIOpPY C

120.5.04.09 omnpe/ieJIeHUEM YYBCTBUTEIbHOCTH BO3OYAUTEIS K

.01.3. A26.30.009 |aHTHOGaKTepUaJbHBIM NpenapaTaM U 6akTepuodaram. 4 JH 2050,00

129.0. A26.19.005 |Tloces kaJjia Ha kKamMmnuso6akTepuos (Campylobacter spp.) 5 ax 1500,00
[ToceB Ha 6eTa-reMOJIMTUYECKUI CTPENTOKOKK IPyNibl B

173.0. A26.20.050 |(Streptococcus agalactiae) BE3 uyBcTBUTE/IBHOCTH 3 IH 1300,00
[loceB Ha 6eTa-reMoOJIMTUYECKUH CTPENTOKOKK Ipynibl B
(Streptococcus agalactiae) ¢ 4yBcTBUT. Kk a/6 (Ma30K, COCKOO,

173.0+01. [A26.20.050 |cnepma,3eB, MIIO) 4 aH 2020,00
[loceB Ha Bo36yauTesns 6orynnsma (Clostridium botulinum) kan 11

150.0. A26.19.045 |gH 1100,00
[ToceB Ha remodubHyto uHPekuto (Haemophilus influenzae)

143.0. A26.05.044 |cocko6 5 aH 1300,00
[ToceB Ha KoksTIOII U TapakokJwoIl (Bordetella pertussis, Bordetella

145.0. A26.09.015 |parapertussis) cocko6 7 nH 2000,00

147.0. A26.09.009 [[ToceB Ha siernoHesn€3 (Legionella) MokpoTa 8 nH 1260,00

131.0 A26.20.008 |lloceB Ha sucTepuo3 (L.monocytogenes) kaJ/cocko6 6 jH 1300,00

148.0. A26.09.002 |[ToceB Ha TybepkyJie3 (Mycobacterium tuberculosis) 47 gx 1400,00
[ToceB criepMbl Ha MUKPOGJIOPY C ONpe/ieieHueM

120.4.08.23 YYBCTBUTEJbHOCTH BO30YAUTES K aHTUOAKTEPHUATbHBIM

.01.3. A26.21.026 |npemapaTaM U 6akTepuodaraM 6 AH 2680,00
AHasiu3 Kasia Ha KUllleuHble UHGEeKIUU (MUKPOOPraHU3Mbl pojia
wuresia (Shigella spp) u canbmoHnesnia (Salmonella spp))

1222 A26.19.001 |gusrpynna BE3 uyBcT. ka/6 5-6 1H 1100,00
AHaJii3 Kajla Ha YCJIOBHO-TIATOTeHHY0 GJIopy C onpesiesieHHeM

1071 A26.19.008 |4yBCTBUTEJBHOCTHU K aHTUOHUOTUKAM 5-6 IH 1500,00
AHasii3 Kajia Ha YCJIOBHO-TIATOTeHHYI0 GJIOpy C onpesiesieHueM
YYBCTBUTE/JbHOCTH K aHTUMUKPOOHBIM IIpenapaTam H

5260 A26.19.008 |6akTepuodaram 6-7 JH 2100,00
AHasii3 Kasia Ha YCJIOBHO-TNIATOTeHHY0 GJIOpY C onpesiesieHueM

3151 A26.19.008 |4yBCTBUTEJBHOCTHU K 6akTepruodaram 6 IH 1900,00
BakTepuoJsioruyeckoe UccjieJoBaHUe OTAE/ISIEMOTO U3 3eBa HA

5442 A26.08.015 |cTpenTokokk rpynmbl A (Streptococcus gr. A, S.pyogenes) 5 iH 1300,00
Mukpo6uosoruyeckoe (KyJbTypaJbHOE) HCCIe[0BaHNE Kaia Ha

1072 A26.19.044 |[Staphylococcus aureus (30J10TUCTBIN CTadUIOKOKK) 5-6 TH 1000,00
OnpezesieHrie YYBCTBUTENbHOCTH MUKPOOPTraHU3MOB K

5537 A26.30.004 |aHTUMUKPOGHBIM Npenaparam (AHTUMHUKOTHUKHU) 6 IH 700,00
OnpezesieHre YyBCTBUTENbHOCTH MUKPOOPTraHU3MOB K

5033 A26.30.004 |aHTMMUKPOOGHBIM Npenaparam 6 AH 700,00
OnpezesieHre YYBCTBUTENbHOCTH MUKPOOPTraHU3MOB K

5616 A26.30.006 |6akTepuodaraM 6 aH 900,00
[ToceB xesruu Ha GJIOPY U YYBCTBUTENBHOCTb K aHTUOMOTHKAM 5-6

2532 A26.14.002 |gH 1600,00
[loceB kaJia Ha nepcuHuH (Yersinia enterocolitica), onpesnenenue

5451 A26.19.083  [4yBCTBUTEJBbHOCTH K aHTUMUKPOOHBIM npenapatam 12-13 aH 1300,00
[loceB KaJia Ha YCIOBHO-NTATOTeHHYO GJI0pY,

1945 A26.19.008 |aHTHOMOTHKOYYBCTBUTEJBHOCTb 5-6 JIH 2000,00




[ToceB KaJjila Ha 3HTEPONATOreHHYI0 KUIIEYHYIO NaJ04YKy

5081 A26.19.093 |(Escherichia coli) BE3 onpejesieHust 4yBCTBUTENBbHOCTH K a/6) 6 JH 1300,00
[loceB KpoBH Ha aHA3POGHYIO0 GJIOPY, YYBCTBUTEIBHOCTD K

4413 A26.05.007 |aHTHO6HOTHKAM 8 JH 2500,00
[ToceB KpoBU Ha BO36yAUTENH GpOLIHOTO THA U TapaTUudoB

1946 A26.05.002 |(Salmonella typhi), 4yBcTBUTENBHOCTD K aHTUOHOTHKAM 5-6 JH 1900,00
[loceB KpoBU Ha CTEPUJIBHOCTD, YYBCTBUTEIBHOCTD K

1084 A26.05.001 |aHTHOHOTHKAM 5-6 JH 2500,00
[loceB Ma3KoOB €O CIM3UCTON 060JIOYKH HOCOTJIOTKH Ha

5610 A26.08.001 [Bo36yautenb qudTtepun (Corynebacterium diphtheriae) 6 nu 1000,00
[ToceB Ma3KoOB €O CJU3UCTON 060JI0YKH POTOTJIOTKH Ha

5611 A26.08.001 [BosbyauTtens nudtepuu (Corynebacterium diphtheriae) 6 nu 1000,00

5052 A26.28.003 |[ToceB mouu Ha ¢yiopy BE3 yyBcTBUTENBLHOCTH K a/6 4-5 IH 1300,00
[loceB Ha a3po6HY0 GJIOPY U YYBCTBUTENBHOCTb K aHTHUGHOTHKAM
(cekpeT mpocTaThl, CiepMa, OTAesIeMOe YPeTPbl, PBOTHbIE MaCChl)

2372 A26.01.001 |5-6 gH 1900,00
[loceB Ha rpu6s1 gpoxokenonobHble Candida, Cryptococcus u
niecHeBeJible Aspergillus ¢ 4yBCTBUTENBHOCTBIO K

2373 A26.28.007 |aHTUMHUKOTUYECKHM IpenaparaM 6 IH 1500,00
[loceB Ha 30/10TUCTBIN cTadUIOKOKK (3eB 1 Hoc) BE3 onpenenenus

5086 A26.08.055 |4yBCTBUTEJBHOCTH K aHTUOMOTHKAM 3-4 TH 950,00
[ToceB Ha 30J1I0TUCTBIN CTAadUIOKOKK (3€B/HOC), 4YBCTBUTENBHOCTb

2248 A26.08.055 |k aHTHOHOTHKAM 5-6 AH 1100,00
[ToceB Ha MeHUHTOKOKK (Neisseria meningitidis) Ma3ok c 3agHel

5085 A26.08.003 |cTeHKM I'JIOTKU 6-7 JH 1500,00

172.0. A26.21.004 |lloceB Ha ypeansia3My ypeaJUTHKYM U MUKOILJIa3My XOMUHUC 5-6 aH| 2200,00
[loces Ha ¢iopy BE3 4yBCTBUTENBHOCTH K aHTUOHMOTHKAM (Ma3ok €

1080 A26.02.001 [paHeBo¥ MoBepxHOCTH) 5-6 AH 1300,00
[ToceB Ha ¢pyiopy U YYBCTBUTENBHOCTb K aHTUOUOTHKAM (Ma30K U3

1075 A26.26.004 |rnasa) 5-6 gH 1300,00
[loceB Ha ¢J10py ¥ YYBCTBUTENBHOCTb K aHTUOMOTHKAM (Ma30K U3

2232 A26.07.002 |mecHeBoro kapMmaHa) 5-6 IH 1300,00
[loceB Ha ¢J10py U YYBCTBUTENBHOCTb K aHTUGMOTHKAM (Ma30K U3

1076 A26.08.005 |3eBa) 5-6 1H 1300,00
[ToceB Ha ¢JIOpy ¥ YYBCTBUTENBHOCTh K aHTUOMOTHKAM (Ma30K U3

1077 A26.08.005 |Hoca) 5-6 aH 1300,00
[ToceB Ha ¢JIOpy U YYBCTBUTENBHOCTh K aHTUOMOTHKAM (Ma30K U3

2234 A26.20.008 |ypeTpsbl) 5-6 jH 1300,00
[loceB Ha ¢J10py U YYBCTBUTENBHOCTb K aHTUOMOTHKAM (Ma30K U3

1078 A26.25.001 |yxa) 5-6 nn 1300,00
[ToceB Ha ¢pyiopy U YYBCTBUTENBHOCTb K aHTUOUOTHKAM (Ma30K U3

2233 A26.20.008 |uepBUKaJBbHOTO KaHasa) 5-6 oH 1300,00
[loceB Ha ¢J10py M YYBCTBUTENBHOCTb K aHTUOMOTHKAM (Ma30K C

1079 A26.01.026 [koxwu) 5-6 1H 1300,00
[ToceB Ha ¢pJyiopy U YYBCTBUTEJNBHOCTb K aHTUOUOTHKAM (Moua) 5-6

1082 A26.28.003 |gH 1350,00
[ToceB Ha ¢JI0pPY ¥ YYBCTBUTENBHOCTb K aHTUOMOTHKAM (paHeBoe

2826 A26.02.001 |oTaensiemoe) 5-6 iH 1300,00

A26.01.001.0 |[ToceB Ha ¢J10pYy U YYBCTBUTENIBHOCTb K aHTUOMOTHKAM BCeX BU/IOB

1943 01 OGHOJIOTUYECKOTO MaTeprasa 5-6 1H 1600,00
[loceB Ha ¢J10py ¥ YYBCTBUTENBHOCTb K aHTUOUOTHUKAM U3 )KEHCKUX

2829 A26.20.008 MOJIOBBIX OPraHoB 5-6 TH 1300,00
[loceB oT/e/151eMOro BepXHUX AbIXaTeJbHbIX NyTel (MOKpPOTa) Ha

1081 A26.09.010 |dsiopy U YYBCTBUTENBHOCTb K aHTUOUOTHKAM 5-6 TH 1300,00




[ToceB c/1M3U M NIJIEHOK C MUHJAJIMH Ha MaJJIOYKy L[I/I(l)TepI/II/I

1083 A26.08.001 |(Corinebacterium diphtheriae) (Ma3ok u3 3eBa u Hoca) 5-6 IH 1200,00
[ToceB dekanuii/peKkTasbHOr0 Ma3ka Ha BO30YAUTe s AU3EeHTEPUU
5452 A26.19.001 |(Shigella spp.) 6 nH 650,00
[loceB pekanuii/peKTaJpbHOr0 Ma3ka Ha MUKPOOPTaHU3MBbI pojia
3673 A26.19.003 |canbMmoHesna (Salmonella spp.) 4 au 650,00
1.1.3. BuoxuMHu4ecKue uccjaea0BaHUSA
1.1.3.1. BuoxuMHUYeCKHe UCC/IeJ0BaHUsA KPOBU
13.3. A09.05.260 [8-OH-ge3o0kcuryaHo3uH (OljeHKa OKCHJIATUBHOTO cTpecca) 8 AH 3340,00
1.103. A09.05.073 |Anbda-1-aHTUTPUIICUH 2 OH 1500,00
1.58. A09.05.241 |Anbda-2-MakpornobyavH 2 iH 670,00
1.64.1 A09.05.099 |AMuHOKUCIOTHI: 16 Moka3aTesiell (KpoBb) 7 AH 3600,00
1.641.1. A09.05.099 |AMuHOKMCIOTHI: 32 MOKa3aTeJisi (BeHO3Has KPOBb) 7 IH 7100,00
1.137. AMMuak (KpoBb) 4 AH 1500,00
1.49. A12.06.015 |Antuctpentonusud-0 (ACJI0) 2 nu 550,00
1.6. A09.05.250 |AnosmnonpoTtenH Al 2 oH 550,00
1.7. A09.05.251 [AnosunonpoTteuH B 2 nH 500,00
1.34.1. A09.05.021 |Busnpy6uH 061K (KanU/AsIpHAas KPOBb) 2 IH 300,00
4.3. A09.05.080 [ButamuH B9 (dosmeBas kucaoTa) 2 aH 1100,00
1.57. A09.05.079 [FanTor/jio6uH 2 AH 600,00
13.2. A09.05.239  |Tnyratmonnepokcugasa (I'TII, antruokcuganT) 10 gH 3000,00
1.123. A09.05.040 [[1r0K030-6-dochaTaernaporenasa ([6D/1) 9 nu 2540,00
1.53. A09.05.214 |F'omouucTeHH 2 AH 1500,00
4.1. A09.05.007 [Xesie30 cbIBOPOTOYHOE 2 IH 270,00
A09.05.264.0
1.66.1 01 Wupekc omera-3 7 oH 5500,00
KoadduunenT HacoleHus TpaHcdepprHa: xeJjie3o, TpaHCheppHUH
4.9. A12.05.019 |2 gH 750,00
1.12. A09.05.027 |/lunompoTeuH (a, BeHO3Has KPOBb) 2 IH 800,00
7.5. A09.05.256  |MosroBoit HaTpuitypetuueckuil nentuj, (NT-proBNP) 2 nn 2300,00
B03.016.017.
1.65.1 003 HenachlleHHEIe )KMpPHBIE KUCJI0THI CeMeKWCcTBa oMera-3 7 H 4580,00
B03.016.017.
1.67.1 001 HeHachbllieHHbIE >KMPHbIe KUCA0Thl CEMeNCTBA oMera-6 7 IH 4580,00
HIII-®u6poTecT (TobKO pacueT NpU HAJIUUUHU Pe3YIbTAaTOB
2.901. B03.016.007 |ucciegoBanusi «CTeaToCKpuH») 3 IH 16600,00
2.90. B03.016.007 [H3II-®u6poTect 3 aH 18400,00
0O6111as >keJ1e30CBs3bIBaI0IasA CIOCO6HOCTH chiBOpoTKHU (0K CC):
CbIBOPOTOYHOE KeJ1e30, JJATEeHTHas »KeJle30CBSA3bIBaloLas
4.2. A12.05.011 |cnoco6HocTh chiBopoTKH (JIXKCC) 2 aH 500,00
13.4. 061U aHTHOKCUJAaHTHBIN cTaTyc 10 fH 4200,00
4.8. PactBopumble penentopsl TpaHcheppuHa (sTfR) 8 ju 2200,00
1.51. A12.06.019 |PeBmaTougHbid dakTop (PD) 2 nu 450,00
1.50. A09.05.009 |C-peakTuBHBIH 6esok (CPB) 2 o1 450,00
CkopocTb k1y60ukoBoit puibTpanuu (CK®P), pacuet no popmy.ie
50.1.2144. CKD-EPI - kpeaTuHUH 2 H 350,00
1.62. B03.016.007 |CteaToCkpuH 3 AH 11200,00
13.1. A09.05.238 |CynepokcupaucmyTasa (CO/Jl, antnokcugant) 10 fH 3200,00
4.6. A09.05.008 |TpaHcheppuH 2 1H 600,00
7.3 A09.05.193 TpomnoHuH I, BBICOKOYYBCTBUTEJIbHbBIN 2 IH 1140,00
4.5. A09.05.076 |PeppuTuH 2 iH 600,00
dubpoMaxc (TOIBKO pacyeT IPU HAJTUYKUHU pPe3yIbTaTOB
1.601. ucciaenoBanus «CreatoCKprH») 3 1H 20500,00
1.60. B03.016.007 |®ubpoMaxc 3 aH 19100,00
®ubpoTecT (TOBKO pacyeT NpU HAJUYUU PE3YJILTATOB
1.591. ucciaesoBanus «CreatoCKkpuH») 3 1H 14200,00




1.59. B03.016.007 |PubpoTect 3 gH 15000,00
1.31. ®ocdarasza Kucaasg HenmpocTaTUiyeckast (BeHO3Hast KpOBb) 2 JTH 400,00
1.30. ®ocodarasa Kucaas o6mas (BeHO3Hasd KPOBb) 2 IH 380,00
®ocdaraza kucas npocraruyeckas: pocdartasa kucnas ob61as,
1.32. A09.05.175 |pocdaTaza kucsass HenmpoctaTUyeckasi (BeHO3Hasi KpOBb) 2 H 450,00
XoJ1ecTepyH JIMNIONMPOTENHOB 04eHb HU3KOH myioTHOCTH (JITIOHII), B
1.11. A09.05.025 |T. 4. Tpuraunepuzbl (BeHO3HAast KPOBb) 2 IH 620,00
1.127. A09.05.026 [XosectepuH He-JIIIBII: xosnectepun o6uiui, JITIBII 2 1H 460,00
1.25. A09.05.174 [XosimH3CTepa3a (BeHO3Has KPOBb) 2 TH 300,00
1.46. A09.05.077 |UepyJsiomiasMuH 2 iH 700,00
1.205. A09.05.230 |lucratuu C 4 gH 900,00
1.101. A09.05.234  |903uHO0uUIbHBIN KaTHOHHBIN 6esiok (IKB) 2 nx 1100,00
4.7. A09.05.082 |[3pUTpONO3THH 2 IH 1300,00
701 A09.05.042 |AnanuHamuHoTpaHcdepasa B kpoBu (AJIT, AnAT) 1-2 ou 220,00
712 A09.05.011 |Anb6ymMuH B KpoBU 1-2 iH 220,00
752 A09.05.109 |Anbda-1-rimkonpoTernH (0OpO30MyKOH) B KPOBH 4 JTH 1300,00
703 A09.05.045 |Amwusiasza B kpoBH (Anbda-amuiasa, guacrasa) 1-2 aH 250,00
702 A09.05.041 [AcnapraTamuHoTpaHcdepasa B KpoBu (ACT, AcAT) 1-2 nH 220,00
1.2. A09.05.014 |BenkoBble dpaknuu 3 gH 380,00
5317 A09.05.022 |busupy6uH u ero ppakiuu 1-2 1H 400,00
709 A09.05.021 |Busnpy6uH 061K B KpoBU 1-2 fH 220,00
A09.05.022.0 |bunnpy6uH npsiMo# (CBsI3aHHBIN, KOH'BIOTUPOBAHHBIN) B KPOBU 1-2
710 01 IH 220,00
BUOXUMMUA 14 (I'TTII, AJIT, ACT, Anbda-amuiasa, bunupyoun
obwuii, 'ntokosa, XKeneso, Kpeatunun, KpeaTuHkrHasa obuias,
737 B03.016.004 |JIAT', MouyeBuHa, O6uuii 6eok, [P, XC) 2 nH 2200,00
BUOXUMMUA 8 (AJIT, ACT, buupy6un o61mui, ['110k03a,
736 B03.016.004 |KpeaTtunuH, MoueBuHa, 06111l 6eiok, XoecTepuH) 2 IH 1590,00
704 A09.05.044 |[Famma-raroTamuaTpancdepasa B kposu (I'TT) 1-2 nn 220,00
1.18. A09.05.083  |TyiMKHpOBaHHBIA reMOrJIo6MH B KPOBU 2 JH 600,00
714 A09.05.023 |[1roko03a B KpoBHU 1-2 IH 220,00
2131 A12.22.005 [[1roko3oTosepanTHbIN TecT (['TT) 1-2 aH 1000,00
728 A12.05.011 [XenesocBs3biBatolasi Cmoco6HOCTb cbiBopoTkH (JIXKCC) 1-2 aH 350,00
1728 A09.05.129  [XesuHble KUCAOTHI B KPOBU 4-5 IH 2000,00
2361 A09.05.004 |MHpekc aTeporeHHOCTH: XoJiecTepuH o6iui, JINIBII 1-2 nu 500,00
Wupekc nncymuopesucrenTHoctd HOMA-IR (uHCyuH, riiroko3a)l-
1.109. A09.05.023 |2 gH 900,00
2526 A09.05.206 |MoHM3UpPOBAHHBIA KaJbI[UH B KPOBH 2-3 IH 550,00
1.42. A09.05.031 |Kanwui (K+), Hatpuit (Na+), kaabiuii (Ca++), MOHU3UPOBaHHbIE 2 IH 500,00
1035 A09.05.031  |Kasnuit (K+), Hatpuit (Na+), xnop (Cl-) 1-2 gu 400,00
2202 A09.05.031 |Kasinéi HOHU3UPOBAHHBIN 2-3 TH 360,00
724 A09.05.032  |Kasbuuii 061iuii B KpoBU 1-2 H 270,00
Komnnekc uccnenoBanuii ynknuu novek. Jiuroc-rect (OueHka
3175 B03.025.001 |cTrenenu kamMHeobpasoBaHus, [1toko3a, besnok, pH) 8 in 2900,00
KomMmniekc uccnejoBaHUN GYHKIMH MOYeK. JIUTOC KOMILJIEKCHBIN
3176 B03.025.001 |(BkJtoYasi OIlEHKY CTeNeHH KaMHeo6pa3oBaHus) 11 aH 4700,00
716 A09.05.020 |KpeaTunuH B KpoBu 1-2 H 220,00
1062 A09.05.177 |KpeaTtunkunHaza-MB (KOK-MB) B kpoBu 1-2 g1 420,00
707 A09.05.043 |KpeatunkuHasa B kpoBU (KDPK) 1-2 nx 320,00
A09.05.039.0
1795 01 JlakTaTaerugporenasa 1 (JIAI 1) 1-2 nu 220,00
706 A09.05.039 |/lakrataeruaporenasa B kpoBu (JIAT) 1-2 nu 220,00
1.24. A09.05.173  [/Iunasa B CbIBOPOTKE KPOBU 2 JiH 390,00
5525 B03.016.005 |Jlunugubiii cnextp (JIITOHII, XC, JIITHII, JITIBIL, TT') 1-2 au 950,00
726 A09.05.127 |MarHui# B CbIBOPOTKE KpoBHU 1-2 fH 300,00




1797 A09.05.273  |Menb B KpoBHU 2-3 oH 360,00
1794 A09.05.006 |Muorsi061H B KpoBH 1-2 1H 1000,00
1.19. A09.05.207 [MoJsiouHas KucjoTa B KpoBH (JlakTar) 2 nH 950,00
718 A09.05.018 |MoueBas Kucja0Ta B KpoBH 1-2 TH 220,00
717 A09.05.017 MoueBuHa B KpoBHU 1-2 H 220,00
50.9.1385. |A09.05.030 [HaTpuit MIOHU3UPOBAHHBIN 2 JH 250,00
711 A09.05.010 |O6wuii 6esiok B KpoBU 1-2 1H 220,00
2362 A09.05.180 |llaHkpeaTuyeckasi aMu/aa3a B KpoBU 1-2 1H 350,00
1061 A09.05.209 |[Ipoka/JbIMTOHUH B KPOBH 4 IH 2500,00
4283 A09.05.009 |C-peakTuBHBIN 6eJyi0K yabTpadyBcTBUTENbHBIN (hs-CPB) 6-7 nH 750,00
A09.05.242.0
5152 08 Cepa B kpoBHU 8 1H 1700,00
721 A09.05.025 |Tpursmuepu/bl B KpoBu 1-2 H 220,00
994 A09.05.253  |TpomnoHnuH | B kpoBu 1-2 gH 950,00
725 A09.05.033 |Pocdop B kpoBu 1-2 1H 260,00
1798 A09.05.102 |PpykTO3aMHUH B KPOBU 5-6 H 980,00
50.11.2091.|A09.05.034  |Xsiop B kpoBU 1-2 1H 250,00
XoJiecTepUH JIMIIONPOTENHOB BbICOKOU myioTHocTH (JIIIBII) B kpoBU
720 A09.05.004 |1-2 iH 270,00
1098 A09.05.028 |XosiecTepuH JIMNIONPOTEUHOB HU3KOM mioTHOCTH (JITTHIT) 1-2 nH 320,00
719 A09.05.026 [XosiecTepuH 061Ul B KpoBU 1-2 1H 220,00
738 A09.05.274  |LlMHK B KpoBHU 2-3 JH 360,00
1.208. A09.05.230 |Uucratus C, ckopocTb KJay604uKoBoU puabTpanuu (CKD) 2 nu 1050,00
705 A09.05.046 |lllesioyHas ¢pocdaTasza B kposw (ID) 1-2 nH 220,00
1.1.3.1.1. BuTaMuHbI
4.26.1 8 sutamuuos: A, D, E, K, C, B1, B5, B6 8 au 21100,00
4.14. BeTra-kapoTuH 8 [H 3000,00
A12.06.060.0
4.11. 15 ButamuH A (petuHou) 8 o1 2900,00
A12.06.060.0
4.18. 02 BurtamuH B1 (TuamuH) 8 qH 2900,00
4.4. A12.06.060 |Butamun B12 (nuaHoko6anaMuH) 2 JH 950,00
50.24.2121.|A12.06.060 |ButamuH B12 akTuBHBIN (x0J0TpaHCK06aIaMuH) 2 JH 1700,00
A12.06.060.0
4.19. 03 BuTtamuH B2 (pu6od.iaBuH) 8 1H 2900,00
4.20. A12.06.060 [ButamuH B3 (HuanuH) 8 gH 2900,00
4.21. A12.06.060 |Butamun B5 (manToTeHoBas KuciaoTa) 8 AH 2900,00
A12.06.060.0
4.22, 19 Burtamun B6 (mupupokcun) 8 aH 2900,00
4.31. A12.06.060 |Butamun B7 (6uoTuH) 8 1H 3800,00
4.17. A12.06.060 |Butamus C (ackop6uHOBasi KUca0Ta) 8 AH 2900,00
1.110. A09.05.235 |Butamun D cymmapusiit (25-OH D2 u D3, 061juii pesyabTat) 2 H 1600,00
4.16. A12.06.060 |ButamuH E (Toxodepou) 8 au 2900,00
A12.06.060.0
4.15. 21 BurtamuH K (dusnoxunon) 8 nH 2900,00
4.23.1. Burtamunsbl rpynnsl B: B1, B2, B3, B5, B6, B9, B12 8 nn 17900,00
1.56.1. A09.05.235 |Butamunsbl rpynnel D: D2 u D3 8 an 6600,00
4.24.1. BogopactBopuMble BuTaMuHbl: B1, B5, B6, C 8 H 12200,00
4.25.1. YKupopactBopuMbie BUTaMuHbl: A, D, E, K8 1H 9990,00
MeTa6osuTel BUTaMuHa D (1,25-OH D3 u 25-0H D3, pasaenbHblit
1.61.1. A09.05.221 |pesysabTaT) 8 fH 5140,00
1.1.3.1.2. MuHepa/ibHbIl 06MeH
1.72.1. A09.01.012  |AmoMuHUM (BoJIOCBI) 6 JH 1100,00
1.72.2. A09.05.266 |AmoMuHUI (KpoBb) 6 AH 1100,00




1.72.3. A09.28.071 |AmoMuHuUM (Moya) 6 JH 1100,00
1.72.4. AmoMuHUHN (HOTTH) 6 IIH 1100,00
1.69.1. A09.01.011 |bop (Bosiockl) 6 AH 1100,00
1.69.2. A09.05.265 |Bop (kpoBb) 6 AH 1100,00
1.69.3. A09.28.070 |Bop (moua) 6 1H 1100,00
1.69.4. Bop (HortH) 6 aH 1100,00
1.79.1. A09.01.008 [Xese3o (BoJsiochl) 6 H 1100,00
1.79.2. A09.05.242 [Xeseso (kpoBb) 6 AH 1100,00
1.79.3. Kesezo (Moya) 6 nH 1100,00
1.79.4. Xeneso (Hortu) 6 AH 1100,00
A09.28.065.0
1.117.2. 01 Hop (kpoBb) 6 aH 1100,00
1.117.3. A09.28.065 [Hog (Moua) 6 gu 1100,00
1.87.1. A09.01.024 |Kagmuii (Bosiochl) 6 TH 1100,00
1.87.2. A09.05.278 |Kagmui#i (kpoBb) 6 H 1100,00
1.87.3. A09.28.083 |Kapmuii (Moya) 6 fiH 1100,00
1.87.4. Kagmuii (Hortu) 6 aH 1100,00
1.74.1. A09.01.008 |Kasuii (BoJsiockl) 6 oH 1100,00
1.74.2. A09.05.031 |Kasuit (kpoBb) 6 oH 1100,00
1.74.3. A09.28.013  |Kasmii (Moua) 6 oH 1100,00
1.74.4. Kasnuii (Hortu) 6 aH 1100,00
1.75.1. A09.01.008 |Kaspuwmi (BoJiockl) 6 1H 1100,00
A09.05.242.0
1.75.2. 01 Kanbiuii (KpoBb, Macc-CIEKTPOMETPUS) 6 AH 1100,00
1.75.3. A09.28.012  |Kanbuuii (Moya) 6 iH 1100,00
1.75.4. Kanbiuii (Hortu) 6 IH 1100,00
1.80.1. A09.01.017 |Kob6asbT (BoJiOChI) 6 fH 1100,00
1.80.2. A09.05.271 |KobGasbT (KpoBb) 6 AH 1100,00
1.80.3. A09.28.076 |KobGasbT (Moya) 6 fiH 1100,00
1.80.4. KobGanbT (HOrTH) 6 AH 1100,00
A09.05.242.0
1.68.2. 01 JluTuil (KpoBb) 6 AH 1100,00
1.68.1. A09.01.008  |/lutuit (Bostockl) 6 AH 1100,00
A09.28.060.0
1.68.3. 01 Jlutuii (Mo4a) 6 TH 1100,00
1.68.4. JluTuii (Hortu) 6 JH 1100,00
1.71.1. A09.01.008 [MarHuit (BoJiockl) 6 AH 1100,00
A09.05.242.0
1.71.2, 01 Maruu#i (KpoBb, Macc-ClieKTpoMeTpHs) 6 IH 1100,00
A09.28.060.0
1.71.3. 01 MarHuii (Mo4a) 6 oH 1100,00
1.71.4. MarHu#t (Hortu) 6 oH 1100,00
1.78.1. A09.01.016 |Mapraner (BoJsiocel) 6 1H 1100,00
1.78.2. A09.05.270 [Maprasern (KpoBb) 6 oH 1100,00
1.78.3. A09.28.075 |Maprasner (Mo4a) 6 oH 1100,00
1.78.4. Maprasery (HOrtTH) 6 aH 1100,00
1.82.1. A09.01.008 |Menb (BoJsiochl) 6 1H 1100,00
1.82.2. A09.05.273  |Menb (KpoBb, MacC-CIEKTPOMETPHUST) 6 H 1100,00
1.82.3. A09.28.060 |Mexb (Moua) 6 aH 1100,00
1.82.4. Mensb (HorTH) 6 IH 1100,00
1.48.11. A09.01.007 |MuHepasibHBIM 06MeH: 23 3/1eMeHTOB (BOJIOCHI) 6 TH 5500,00
1.48.21. MuHepasbHbIF 06MeH: 23 371eMeHTOB (KpOBb) 6 H 5500,00
1.48.31. MuHepaibHbIHM 06MeH: 23 371eMeHTOB (Mo4a) 6 AH 5500,00
1.48.41. MuHepaJibHbIH 00MeH: 23 371eMeHTOB (HOT'TH) 6 IH 5500,00
1.86.1. A09.01.023 |[Mosn6eH (Bos10CHI) 6 IH 1100,00
1.86.2. A09.05.277 |Monub6geH (KpoBb) 6 IH 1100,00
1.86.3. A09.28.082 |[Mosnub6aen (Mova) 6 iH 1100,00




1.86.4. Mousn6eH (Hortu) 6 AH 1100,00
1.84.1. A09.01.021 |Mpbiuibsk (BoJiocel) 6 JH 1100,00
1.84.2. A09.05.275  |Mblibsik (KpoBb) 6 AH 1100,00
1.84.3. A09.28.080 |Mpbiuibsik (Mo4a) 6 AH 1100,00
1.84.4. Mpimbsik (Hortu) 6 JH 1100,00
1.70.1. A09.01.008 |HaTpwmii (BoJiockl) 6 AH 1100,00
1.70.2. A09.05.030 [HaTpuii (kpoBb) 6 AH 1100,00
1.70.3. A09.28.014 |HaTpwuit (Moua) 6 aH 1100,00
1.70.4. Hartpwuii (HortH) 6 iH 1100,00
1.81.1. A09.01.018 |Hukesb (Bos10CHI) 6 IH 1100,00
1.81.2. A09.05.272  |Hukenb (KpoBb) 6 IH 1100,00
1.81.3. A09.28.077 |Huxesb (Mo4a) 6 oH 1100,00
1.81.4. Hukess (Hortu) 6 H 1100,00
B03.016.017.

1.125. 002 OpraHuveckrie KUCJI0ThI: 28 nmokasaTeJisi (KpOBb) 6300,00
1.89.1. A09.01.026 |PTyTb (BoJIOCHI) 6 IH 1100,00
1.89.2. A09.05.280 |PTyTh (KpOBb) 6 IH 1100,00
1.89.3. A09.28.085 |PTyTb (MOYa) 6 H 1100,00
1.89.4. PtyTb (Hortu) 6 oH 1100,00
1.90.1. A09.01.027 |CBuHer (BoJioChI) 6 AH 1100,00
1.90.2. A09.05.281 |CBuHen (kpoBb) 6 JH 1100,00
1.90.3. A09.28.061 |CBuHer (Moua) 6 oH 1100,00
1.90.4. CBuHen (HorTH) 6 AH 1100,00
1.85.1. A09.01.022 |CesieH (BoJiochl) 6 AH 1100,00
1.85.2. A09.05.276 |CesneH (KpoBb) 6 iH 1100,00
1.85.3. A09.28.081 |CesneH (Moya) 6 aH 1100,00
1.85.4. CesieH (Hortu) 6 oH 1100,00
1.88.1. A09.01.025 |CyppMa (BoJiockl) 6 JH 1100,00
1.88.2. A09.05.279 [CyppMa (KpoBb) 6 TH 1100,00
1.88.3. A09.28.084 |CypbMma (Moua) 6 H 1100,00
1.88.4. CypbMa (Hortu) 6 H 1100,00
1.73.1. A09.01.008 |Tasuii (Bosiochl) 6 AH 1100,00
1.73.2. A09.05.242  |Tannuii (KpoBb) 6 TH 1100,00
1.73.3. A09.28.060 |Tamnuii (Moua) 6 AH 1100,00
1.73.4. Tannuii (HorTH) 6 IH 1100,00
1.76.1. A09.01.014 |TuraH (BosioCkl) 6 IH 1100,00
1.76.2. A09.05.268 |TuTaH (KpoBb) 6 IH 1100,00
1.76.3. A09.28.073  [Tutan (Moua) 6 oH 1100,00
1.76.4. Tutan (Hortu) 6 JH 1100,00
1.77.1. A09.01.015 |Xpowm (Bosiochl) 6 gH 1100,00
1.77.2. A09.05.269 |Xpom (kpoBb) 6 iH 1100,00
1.77.3. A09.28.074 [Xpom (Moua) 6 oH 1100,00
1.77.4. XpoM (HorTH) 6 iH 1100,00
1.83.1. A09.01.020 |luHK (BoJioChI) 6 AH 1100,00
1.83.2. A09.05.274  |uHK (KpOBb, Macc-CIEKTPOMETpHUs) 6 AH 1100,00
1.83.3. A09.28.079 |UunHk (Moua) 6 AH 1100,00
1.83.4. luHK (HOrTH) 6 IH 1100,00
1.1.3.2. BuoxuMHuYecKHe UccjieJoBaHUA Kajia

21.17. Anbda-1-anTuTpUncuH (kan) 9 jH 2400,00
21.1. BuoxuMHYeCKUH aHa/IU3 Kajia 8 JH 2500,00
21.19. OcTaTo4yHast OCMOJISPHOCTB (KaJ) 9 oH 1780,00
21.20. CteaToKpHT (CBOGOHBIN KUP B KaJie) 9 nH 1660,00
21.4. A09.19.012 (YrsieBonpbl B KaJjie 2 oH 750,00
21.18. JosuHouabHbIN HelpoTokcuH (EDN) (kau) 9 in 5300,00
1.1.3.3. BuoxuMHu4YecKHe UccjaeJ0BaHUs MOYH

11.1. |A09.28.017 [pH (pasoBas mMoua) 2 11 | 250,00




11.4.1. A09.28.027 |Amusasa (pasoBast Moya) 2 AH 300,00
11.4.2. A09.28.027 |Amwuutasa (cyroyHast Mo4a) 2 AH 300,00
1.641.2. A09.28.002 |AMuHOKMCJIOTHI: 32 oka3aress (Moya) 7 JH 7080,00
11.5. A09.28.032  |busiupy6uH (pasoBasi Mo4a) 2 AH 250,00
11.6.1. A09.28.011 |Tsroko3a (pa3oBast Moya) 2 AH 260,00
11.6.2. A09.28.011 |[[1r0Ko03a (cyToyHast Mo4a) 2 IH 260,00
11.10. A09.28.012 |Kasnbuuii (cyToyHas Moya) 2 AH 290,00
11.7.1. A09.28.006 |KpeaTunuH (pa3oBast Moua) 2 IH 260,00
11.7.2. A09.28.006 |KpeaTnnuH (cyTodHasi Moua) 2 JH 260,00
A09.28.003.0
11.3.1. 01 Mukpoasb6yMuH (aJb6YMUH, pa3oBasi Mo4a) 2 IH 450,00
A09.28.003.0
11.3.2. 01 Mukpoaab6yMuH (aJibOYMUH, CYyTOYHAst Mo4a) 2 IH 450,00
11.9.1. A09.28.010 |MoueBas kucjoTa (pa3oBast Moya) 2 JIH 260,00
11.9.2. A09.28.010 |MoueBas kucoTa (CyToyHast Mo4a) 2 IH 260,00
11.8.1. A09.28.009 |MoueBuHa (pa3oBas Moua) 2 AH 260,00
11.8.2. A09.28.009 |MoueBuHa (cyTouHas Mo4a) 2 AH 260,00
11.11.1. A09.28.014 |Hatpwuii, Kanuiit (pasoBast moua) 2 H 290,00
11.11.2. A09.28.014 |HaTtpwuii, Kanuii (cyrounast Mmova) 2 oH 290,00
11.2.1. A09.28.003 |06wuii 6esok (pa3oBasi Moya) 2 AH 260,00
11.2.2, A09.28.003  |06uuii 6esok (cyToyHas Moya) 2 H 260,00
B03.016.018.
11.20. 001 OpraHuveckue KUCJIOThI: 23 oKa3areJis (Mo4a) 5 aH 6200,00
B03.016.018.
11.21. 001 OpraHuveckue kucaoThl: 40 nokasaresieit (Moya) 5 oH 10400,00
B03.016.018.
11.22. 001 Opranuyeckue KUCa0ThI: 60 mokasaresieit (Moya) 5 aH 12600,00
10.2 A12.28.002 |lIpo6a Pe6epra (cyTouHast MO4a+KpOBb) 2 IH 400,00
11.15. A09.28.012 |[[Ipo6a CysikoBMYa (KaJbIMHi MOYH, pa3oBasi) 2 IH 300,00
11.12.1. A09.28.026 |DPocdop HeopraHudeckuii (pazoBast Mmo4a) 2 AH 270,00
11.12.2. A09.28.026 |Docdop HeopraHnuyeckuil (cyTouHast Moya) 2 AH 270,00
11.16.1. A09.28.018 [XuMuHyecKH# coCTaB MOUEBOro KaMHs (KOJI., CHEKTPOCKONHUs) 6 IH 2800,00
1.1.3.4. buoxuMuYeCKUe UCCae 0BaHUS CIOHbI
16.8. | |BH0XHMquCKH171 aHaJIU3 CJIIOHbI 8 JH 2380,00
1.1.3.5. bBuoxumMnyecKue uccjaes 0BaHMs CiepMbI
BroxuMu4ecKui aHaJIM3 CliepMbl: TUMOHHAs KUCI0Ta, QPYKTO33,
16.9. A09.21.009  |uuHK 2 fH 1700,00
1.1.5. F'eHeTHYECKHE HCC/IeJOBAHUSA
3-TUPOKCU-3-MeTUNTIYTapUI-KO3H3UM A peayktaza HMGCR:
GN0190 rs12654264 5 gu 1580,00
3-rTUAPOKCU-3-MeTHUITIYyTapua-koaH3uM A peaykraza HMGCR: T/G
GN0191 SNP 29 5 nin 1580,00
GN0020 ANKK1: Glu713Lys; DRD2: TaqlA 5 gn 1580,00
GN0039  [A27.05.040 |BRCA1:4153DelA 5 nu 1580,00
GN0038 |A27.05.040 |BRCA1:5382InsC5 gH 1580,00
GN0040 |A27.05.040 |BRCA1:A1708E/V; Ala1708Glu/Val 5 gu 1580,00
GN0041 [A27.05.040 |BRCA1: Arg1699Trp; R1699W 5 nx 1580,00
GN0042 [A27.05.040 |BRCA2:6174DelT 5 gn 1580,00
GN0049 CDH1: C-160A (C-285A) 5 nH 1580,00
GN0050 CDH1: C2076T; Ex13-89T>C 5 nH 1580,00
GN0091 CYP1A1: CYP1A1*2A (Mspl Polymorphism) 5 gu 1580,00
GNO168 HLA-kommiekc, rpynna 9 HCG9: rs3823375 5 nu 1580,00
GNO167 HLA-kxommiekc, rpynmna 9 HCG9: rs6904029 5 nu 1580,00
GN0242 MutY romousor 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp) 5 nu 1580,00
GN0243 MutY romoutor 1 (E.coli) MUTYH: Tyr165Cys (Y165C) 5 gu 1580,00
GN0245 N-anetuntpaHcepasa 2 NAT2: C481T 5 gu 1580,00




GN0244 N-auetunTtpancepasa 2 NAT2: [le114Thr (T341C) 5 au 1580,00

GNO0246 N-anetunrpancdepasa NAT2: Arg197Gln (G590A) 5 nH 1580,00

GN0247 N-anetusnrpancdepasa NAT2: Gly286Glu (G857A) 5 nu 1580,00

GN0248 N-anerunrpancdepasa NAT2: Lys268Arg (A803G) 5 nu 1580,00

GN0249 NOD-nozo6Hb1# penentop 2 NOD1: T-160C (G796A) 5 au 1580,00

GN0252 NOD-nozo6Hb1# peneniTop 2 NOD2: 3020InsC 5 gu 1580,00

GN0250 NOD-nof06HbI# penieniTop 2 NOD2: Arg702Trp (R702W) 5 nn 1580,00

GN0251 NOD-noz06Hb1# penieniTop 2 NOD2: Gly908Arg (G908R) 5 aH 1580,00

GN0324 T-kneTounbli urany youksutuHa-1 UBASH3A: rs11203203 5 nu 1580,00

GNO0325 T-kyneTouHbIN JiUraHy] youkBuTHHa-1 UBASH3A: rs2839511 5 nH 1580,00

GNO0005 ApnyunH 1 anbda ADD1: G1378T 5 nH 1580,00

GN0006 Apnnynus 2 (6eta) ADD2: C1797T 5 nn 1580,00

GN0024 A27.05.050 |AzeHOMAaTO3HBIM NOJIMIIO3 TOJCTOM KUIIKU APC: 1061Del5 5 g1 1580,00

GNO0021 A27.05.050 |AzeHOMAaTO3HBIM NOJIMIIO3 TOJCTOM KUIIKK APC: 1309Del5 5 g1 1580,00
AleHOMaTO3HbIH M0J1M03 TosicTol KUk APC: Glu1317GIn

GN0023 A27.05.050 [(E1317Q)5 nH 1580,00
AJleHOMaTO3HbIN nosnno3 Toscton kuuiku APC: [le1307Lys

GN0022 A27.05.050 |(I1307K) 5 gu 1580,00

GN0008 Apunonektud ADIPOQ: G276T 5 aH 1580,00

GNO0009 AnunoHektud ADIPOQ: T45G 5 nH 1580,00
AnkorosbgeruaporeHasa 1B (ksacc I) ADH1B: ADH1B*2 (Arg48His;

GNO0007 Arg47His) 5 gH 1580,00
Anbaeruagerugporedasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys;

GNO0017 E504K) 5 gu 1580,00
Anbda-5-HUKOTHHOBBIN Xo/InHeprudeckui perentop CHRNAS:

GNO0076 Asp398Asn (D398N) 5 nH 1580,00
AHasiu3 kapuoTHna JUMQOUTOB neprupepudecKoil KpoBU

20.119. A12.05.013 |(kapuoTunupoBaHue) 11 qH 8600,00
AHasnn3 kapuoTrna JUMQPoLUTOB neprudpepriecKoil KpoBU
(kosiM4eCcTBEHHBIE U CTPYKTYPHBIE aHOMAJIUU XPOMOCOM ), C

20.120. A12.05.013 |poTorpadueii 11 gu 9600,00
AHasIi3 Ha aHEYTJIOUAVH U JUTJIOUJWU B I/Ipax ClIepMaTo30U0B

31.70. FISH-metomowm (X, Y, 18) 11 gu 14950,00

GNO0015 AnrunotensuH Il penentop, Tun 1 AGTR1: A1166C. 5 nH 1580,00

GN0014 AuruortensuHoreHd AGT: AGT, -6A haplotype (-6G-A) 5 i1 1580,00
AnrnotensuHored AGT: Met235Thr (M235T; Met268Thr; M268T). 5

GN0013 IIH 1580,00

GN0026 Anosnmnonporteud C-11I APOC3: C-482T 5 nH 1580,00

GN0027 Anonunonpotens C-111 APOC3: C3238G 5 fH 1580,00

GNO0025 Anonunonpotens C-111 APOC3: T-455C 5 nn 1580,00
ApTporpunos fuctaabHblil (cuHgpoM @pumMeHa-llengoHa): nouck

GNP342 JaCThIX KJIMHUYECKU 3HAYMMbIX BapuaHTOB B reHe MYH3 25 faH 27040,00
ATpodus 3puTesbHOr0 HepBa JleGepa: MOUCK YeThIPEX YaCThIX

GNP343 KJIMHUYECKU 3HaYMMbIX BApUAaHTOB MUTOXOHApuaabHoit JHK 18 nn| 20640,00
AyTOCOMHO-pelecCHBHAs MOJUKUCTO3Has 60JIe3Hb MOYEK,

GNP211 onpefeneHue 13 myrauuii B rene PKHD1 15 nu 24000,00

GN0011 Bera-2-agpenopenentop ADRB2: GIn27Glu (Q27E) 5 nu 1580,00

GNO0010 Bera-2-aspenopenentop ADRB2: Gly16Arg (G16R) 5 nn 1580,00

GN0012 Beta-3-agpenopenentop ADRB3: Trp64Arg (W64R) 5 nu 1580,00
BosiesHb BunbcoHa-Bectdansa-KoHoBasioBa, onpenesienue 14

GNP207 MyTanuii B rene ATP7B 15 nH 26880,00

GNP028 Bosiesnb KpoHa (reHeTHd. vcciel. KpoBH) 5 aH 6000,00

GNP209 Bosie3nb Tesi-Cakca, onpenenenue 4 myraunii B rene HEXA 15 nH 24000,00




Bosiesns lllapko - Mapu - TyTa, onpefiesieHre 99 MyTalui B reHax
GJB1, LMNA, HSPB1, SURF1, SH3TC2, PRX, MFN2, MPZ, IGHMBP2,

GNP220 LITAF 15 nH 27100,00

GNPO053 BpouxuanbpHas acTMa (6a30BbIi) reHeTHY. UCCIe]]. KPOBH 5 IH 3000,00

GN0016 Bupychsiii onkored AKT1: Glu17Lys (E17K) 5 au 1580,00
BpoxaeHHOe HapylieHue rJnKo3uaupoBanusa tun 14, 1B, 1€, 1K,
1P onpepenenue 11 myTanuii B renax MPI, PMM2, ALG1, ATP7B,

GNP212 ALDOB 15 a1 24000,00
BrisgBiienue v KosmdecTBeHHOe onpefenenve MPHK xuMmepHoro

GNP085 [A27.30.069 |reHa bcr-abl (p210) 15 aH 4040,00
BrIsiB/IeHME MyTaLMi, aCCOLIMMPOBAHHBIX C MYKOBUCLIHL030M,
beHUIKeTOHYpUEH, TaIaKTO3eMHUEN U HEHPOCEHCOPHOH

GNP258 |A27.05.036 [HecuHJpoMasibHOU Tyroyxoctbio MeTo oM [P 15 nu 9000,00

GN0170 A27.05.009 |[emoxpomaTos HFE: Cys282Tyr (C282Y) 5 gu 1580,00

GN0169 [A27.05.010 |I'emoxpomaro3 HFE: His63Asp (H63D) 5 nn 1580,00
I'eH-cynpeccop onyxoseBoro pocta TP53: ¢.215C>G (p.Pro72Arg) 5

GN0316  [A27.05.048 |gH 1580,00

A12.05.012.0 [FeHeTHuYecKasi AUarHOCTHKA OeTaTalacCeEMUH U reMOTrJI0OMHOMATHH

GNP257 01 (myTanuu B reHe HBB) 12 nH 13960,00

GNP128 B03.019.018 |l'eHeTuueckas auarHoctuka 6oJsiesHu ®abpu (red GLA) 15 gH 8080,00
l'enetuueckas natosiorus nedyenu (HFE, ATP7B, PiZ/S A1AT u

GNP131 PNPLA3) 15 gu 11680,00
['eHeTHYeckas NpeApacHoOKEHHOCTD K UILIEMUYECKOMY UHCYJIBTY

GNP073 FGB:-455G>A, ITGA2: 807C>T, ITGB3: 1565T>C 5 nu 4680,00
[eHeTHYecKast IpeApPaCHOIOKEHHOCTD K Pa3BUTHIO CEPAEYHO-

GNP184 COCYAMCTbIX 3a60JieBaHUM 15 aH 14700,00
['eHeTHYecku 06yCI0BJIEHHAs IOTPEGHOCTh B BUTAMUHAX U
MuHepanax (A, C, D, E, K, B2, B6, B9, B12, Omera-3, Marau#, IiMHK,

GNP201 bKeJsie30, XoaiuH) 15 qH 25780,00
['eHeTH4ecku 06yCI0BJIEHHAsS YYBCTBUTENbHOCTb K BUTaMUHY D 5

GNP185 ITH 2580,00
l'eHeTHdeckui puck Tpom603a (Myrauuu F2: G20210A u F2:

GNP021 T165M) 5 nH 3000,00
leHouMarHocTuka Mo3xeukoBbix aTakcui (CLA1,2,3,6,7;

GNP117 6.@puapeiixa) 15 nH 7980,00

GNP112 l'eHoguarHoctuka 6osie3uu 'entunrrona (HTT) 15 gu 6260,00

GNP118 A27.05.025 |l'enopuarnoctuka 6ose3nu Kennegu (AR) 15 nH 3960,00

GNP115 l'eHoguarHoctuka 6os1e3uu @puapeiixa (FXN) 15 au 3780,00

GNP126 F'eHouarHoctuka 6os1e3uu llapko-Mapu-TyTta 1A (PMP22) 15 au 4380,00
['eHOMAarHOCTHKA FeHTUHITOHONO00HOI0 3a60/1eBaHUs 2 TUIA

GNP297 (JPH3) 15 mH 15120,00
['eHOMArHOCTHKA FTEHTUHI TOHONOL00HOI0 3a60/1eBaHus 4 TUNa

GNP296 (TBP) 16 gu 15120,00
['eHOAMArHoCTHKA MUOTOHHYECKOH AucTpoduu 1 tuna (DMPK) 15

GNP122 H 3780,00
'eHOAMArHOCTHKA MUOTOHUYECKOH AucTpoduu 2 Tuna (CNBP) 15

GNP123 IH 3780,00
['eHoMarHocTyKa MbllleyHoH fuctpoduu JromenHa u bekkepa

GNP119  [A27.05.032 |(DMD) 15 gn 12180,00

GNP114 l'eHouarHocTuka nepBuuHoi auctonuu 1 tuna (DYT1) 15 au 3780,00
l'eHosMarHoctuka c-Ma MaprtuHa-Besa (cuHpoma JioMKoit X-

GNP140 XpoMocoMbl) 15 nH 8000,00
l'eHoguarHoctuka cuaapoma anruonatuu HAJJACHUJI/CADASIL 15

GNP127 JH 8380,00

GNP141 l'eHoguarHoctuka cuggpoma Perta (MECP2) 15 nn 13140,00

GNP116 l'eHoMarHocTuka cuuzpoma Tpemopa/atakcuu (FMR1) 15 au 7800,00




'eHOMarHOCTHUKA criacTU4YecKol napamierus llTpromnens ( SPG4)

GNP125 15 nH 9400,00
['eHOAMArHOCTKa HacJleCTBeHHBIX GopM 60s1e3HHU [lapkuHCcoHa 15

GNP113 IH 6800,00
FenoTunupoBaHue 11 myTtayui reHa CYP21A2 npu BpoxAeHHOU

GNP134 rulepraa3uu Kopbl Ha/IMOYEeYHUKOB (Kaaccuueckue ¢popmel) 15 a1 11680,00
l'eHoTunupoBaHue 13 myTtanuii rena ATP7B npu 60s1e3HM

GNP129 B03.019.011 |Buabscona-Konosanosa 15 au 10480,00
FeHoTunupoBanue 4 mytanuii reHa CYP21A2 npu Hek/1accuyeckoi

GNP135 dopMe BpPOXKIeHHOU rUNepIia3uy HaIMOYe4YHUKOB 15 H 5100,00

GNP142 B03.019.012 |l'enoTunupoBaHue PiS u PiZ anneneit anbda-1 antutpuncuna 15 gu| 2680,00
F'enoTunupoBanue PNPLA3 npu HeaJKOTOJIbHOM CTeaToTeNnaTUTe

GNP130 15 nH 3540,00
'uanypoHaH-cBsizbiBatouii npoterH 2 HABP2: Gly534Glu (G534E)

GNO0166 5 1H 1580,00

GNP043 A27.05.031 |[[unepToHus (reHETUY.UCCIEO0B. KPOBU) 5 IH 3940,00
['MnoxoHApon/a3us: MOUCK HanuboJiee YacThIX KIMHUYECKH

GNP344 3Ha4UMbIX BapuaHTOB B reHe FGFR3 18 nn 27040,00
['J1aBHBIM KOMIIJIEKC THCTOCOBMECTHUMOCTH, KJacc [, A HLA-A:

GNO0172 rs6457110 5 gn 1580,00
F'nukosundochaTugUINHO3UTON-CBI3aHHBIN 6e10k CD14: C159T;

GN0048 T-259C; C260T 5 nH 1580,00

GNO0003 I'nukonportenH-P ABCB1: ABCB1*8 (C1236T) 5 nx 1580,00

GN0002 I'nmukonpoTtenH-P ABCB1: C3435T 5 nH 1580,00

GN0001 I'nukonporenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A) 5 nu 1580,00

GN0159 I'nytaTroH S-tpaHcdepasa Mol GSTM1: null genotype 5 1H 1580,00

GNO161 'nytaTtuoH S-tpaHcdepasa [lul GSTP1: Ala114Val (A114V) 5 nu 1580,00

GN0160 C'nytaTtuoH S-tpaHcdepasa [lul GSTP1: Ile105Val (I1105V) 5 au 1580,00

GN0162 C'nytatuoH S-tpaHcdepasa Teral GSTT1: null genotype 5 ax 1580,00
['opMoOHaJIbHas1 YYBCTBUTENbHOCTD aH/IPOTeHOBOTO0 penientTopa AR

GNP136  |A27.05.025 |[(CAG-moBTOpHBI) 15 nH 4980,00

GNO0148 I'T® nuknoruaposasa 1 GCH1: rs10483639 5 nn 1580,00

GN0147 ['TO® yuknoruaposasa 1 GCH1: rs3783641 5 nn 1580,00

GNO0146 I'T® uuknorugposnasza 1 GCH1: rs8007267 5 gx 1580,00

GNP137 JlmarHoctuka MODY2 nuat6eta (cekBeHHpoBaHue) 15 nH 12180,00

GNP138 Jluarnoctuka MODY3 nuabeta (cekBeHupoBaHuUe) 15 aH 12180,00
JluarHocTrka HacJeCTBeHHbIX T- U B-K/1eTOYHBIX

GNP378 uMMmyHoaebunutoB (onpegenenHue koardyectBa KRECu TREC) 9 gu | 11040,00
JlnarHocTuKa ceMeHHOro Mey/IJIIPHOr0 paKa LUTOBUAHON

GNP139 bKesie3bl U cuHApPoMoB MOH 1 u 2 15 au 12180,00

GNP133 Jluarnoctuka Cunapoma Knatindenbrepa 15 aH 5580,00
JlMarHocTUKa CIMHa/IbHOM MbllIeyHOH aTpoduu (CMA),

GNP256  |A27.05.034 |konuiiHocTb reHoB SMN1 1 SMN2 12 nH 16780,00

26.216. JlnarHoctuka cnuHouepe6e /ISpHON aTtakcuu 3 Tuna 12 aH 6400,00
JlMarHocTuKa GpOHTOTEMIIOPAIbHOH leMeHIIUH (9KCIIaHCUSA B reHe

26.215. C9orf72) 12 iu 6400,00
JluruponupuMuaut geruaporesasza DPYD: DPYD*2A

GN0107  [|A27.30.014 |(IVS14+1G>A) 5 iH 1580,00
JurnaponupumMugus gerugporenasa DPYD: DPYD*9A (Cys29Arg;

GN0109 [A27.30.014 |C29R) 5 gH 1580,00
JuruponupuMuaut geruaporeHasa DPYD: Met166Val (M166V) 5

GN0108 [A27.30.014 |gH 1580,00




JlopamuuoBsi# perenrtop D1 DRD1: Ddel Polymorphism

GN0111 (DRD1_48A/G) 5 gx 1580,00

GN0110 JlopamuHoBbIH pertenrtop D1 DRD1: rs686 (*62C>T) 5 nx 1580,00
JodbamuHoBslii perjentop D2 DRD2: 141CIns/Del (-141CIns/Del) 5

GNO0112 JTH 1580,00

GN0113 JlopamuHoBbil perjenitop D2 DRD2: rs6277 5 nH 1580,00

GNP023 WHruburop akTUBaTOpa NJIa3MUHOreHa 5 IH 1580,00
Wurubutop aktuBatopa miasmuHoreHa SERPINE1: 4G/5G (PAI1:

GN0292 A27.05.006 |4G/5G; Ins/Del G) 5 nn 1580,00

GNO0211 WurerpuH, anbda 2 ITGA2: C807T 5 au 1580,00
WHTerpuH, 6eta 3 (TpoMGouuTapHbii rivkonpoTteuH [lla) ITGB3:

GN0212 A27.05.030 |PIA1/PIA2 (Leu33Pro; T1565C; HPA-1b) 5 nH 1760,00

GNO0196 WuTepnetikun 10 IL10: A-1082G 5 nH 1760,00

GNO0208 Unrepnelikun 6 IL6: G-174C 5 aH 1760,00
Uccnenosanue SOD1 nmpu 60K0BOM aMHOTpOPHIeCKOM cKaepo3e 15

GNP124 IIH 9980,00

GN0045 KanbruronnHoBbei# perentop CALCR: C1377T (Pro447Leu) 5 au 1580,00

GN0085 Karexous-O-metuntrpancdepasa COMT: A-98G (-118A>G) 5 nH 1580,00

GNO0081 Konnaren tun |, anbda 1 COL1A1: 1663Ins/DelT 5 au 1580,00

GNO0080 Konnaren tun I, anbda 1 COL1A1: G-1997T 5 au 1580,00
Kosinaren tun [, anbda 1 COL1A1: Spl-polymorphism (G2046T) 5

GNO0079 JIH 1580,00
Konnaren tun 111, anbdpa 1 COL3A1: G2092A (Ala698Thr; A698T) 5

GN0082 ITH 1580,00
Kosnnaren tun V, anbda 1 COL5A1: C267T (BstUI-polymorphism) 5

GN0083 ITH 1580,00
Kommniekc anokcuz-peaykrasnl BuTaMmuHa K, cy6begunnna 1

GNO0334 VKORC1: C1173T (C6484T) 5 nn 1580,00
Kommniekc anokcuz-peiykra3nsl BuTaMmuHa K, cy6beaununa 1

GNO0336 VKORC1: C2255T (C7566T) 5 nH 1580,00
KomMniekc anokcuz-peiykrasnl BuTaMuHa K, cy6beauHuna 1

GN0332 VKORC1: C381T (T-4931C) 5 aH 1580,00
Kommiekc anokcuz-peaykra3nl ButTamuHa K, cy6beaununa 1

GNO0333 VKORC1: G-1639A (G3673A) 5 nx 1580,00
Kommuiekc anokcuz-peaykrassl BuTamMmuHa K, cyobeaununa 1

GNO0335 VKORC1: G6853C (G1542C) 5 au 1580,00

GNO0149 KonnekcuH 26 GJB2: 35DelG 5 gH 1580,00

GN0077 JlextuH, C-Tun CLEC7A: Tyr238Ter (Y238X) 5 nH 1580,00

GN0221 JlentuHoBbid perientop LEPR: GIn223Arg (Q223R) 5 nH 1580,00

GNO0220 JlenTuHoBbIN penentop LEPR: Lys109Arg (K109R) 5 gu 1580,00

GN0219 JlenTuHoBbil penentop LEPR: Lys656Asn (K656N) 5 nu 1580,00
Mapkepbl Ipe3kJIaMIICHU: IJIalleHTapHbId ¢dakTop pocta (PLGF),
pactBopuMas fms-mojo6Hast Tupo3uHKuHa3a-1 (sFlt 1) u ux

2.87. B03.001.002 |cooTHoueHnue (sFlt 1/PLGF) 4 nu 11500,00

GNPO61 MeTabo/iM3M Kjaonugorpesa 5 i 3000,00
MeTtunenTterparuapodonarpesykraza MTHFR: A1298C (Glu429Ala)

GN0239  |A27.05.003 |5 mH 1600,00
MeTtunenTterparuapodonarpeaykraza MTHFR: C677T (Ala222Val)

GN0238  |A27.05.003 |5 gH 1600,00

GN0240 MeTunonuH cuntaza MTR: Asp919Gly (A2756G) 5 iu 1580,00
MuoTonust TomceHa/Bekkepa: MOMCK 4acThIX KJIMHUYECKH

GNP345 3HauYUMbIX BapuaHTOB B reHe CLCN1 17 gH 18520,00
MuToxoHApHanbHas cynepokcuaaucmyTasa 2 SOD2: Vall6Ala

GN0301 (V16A) 5 nu 1580,00
MHo>KecTBeHHas 93HJOKPUHHAsI HEOMJIa3usl ayTOCOMHO-
JIOMHUHAaHTHOe MOHOTeHHOe 3a60JieBaHue, onpeseneHue 113

GNP219 myTauui B reHax MEN1, RET 31 an 27100,00




MOJ'IEKyJ'IHpHO-FeHETI/I‘IECKOQ HCcieJ0BaHWE MAPKEPOB Ph-
HEraTHuBHbIX MPIeJIOHpOJII/I(l)epaTI/IBHbIX 3a60/1€eBaHUH. MyTaHI/II/I B

GNP172 A27.05.021 |renax: JAK2, MPL u CALR 6 nH 12000,00
MosiekyisipHO-TeHeTUUeCKOe uccaejoBaHue MyTaluil 15 sk30Ha
15.80. reHa BRAF (6uoncuiinbiii/onepanoHHblil MaTepuan) 13 ax 12580,00
50.2.2280.2 MonekynspHO-TeHeTUYeCKOe UccaejoBaHue MyTalui B reHax BRCA
. A27.30.011 |2 (6uomncuiiHbIi/onepallMOHHbIN MaTepuas) 8 IH 2780,00
50.2.2280.1 MouJsiekyIsipHO-TeHeTUYeCKOe HCCle[JOBaHre MyTalluil B reHax
A27.30.010 |BRCA1 (6uomncuiiHblii/onepaloHHbIN MaTepyasn) 8 H 2800,00
MosiekyIsipHO-TeHeTUUEeCKOe McCleloBaHue MyTallui B reHax
GNP153 BRCA1 u BRCA2 (6uoInCcHiiHBIN /ollepallMOHHBIA MaTepuas) 8 TH 6000,00
MoJieky/IipHO-TeHeTHUYeCKOe UCCleJOBaHUE CHCTEMHBIX
GNP223 ayToBOCHAJHUTe/NbHbIX 3a60sieBanuit (SAIDs) metomom NGS 15 gH 54240,00
GN0225 MoHoaMuHokcugaza A MAOA: 30-bp VNTR (L/H) 5 nu 1580,00
GNP202 MyxkoBuciu03, onpeenenue 12 myranuii B rene CFTR 15 gu 24000,00
GNP066 GNP066 MyxkoBucIu103, onpeiesnieHre 8 myTtauui B reHe CFTR 5 qH 4200,00
Mykonosucaxapuo3 tunsl 1H, 2, 34, 3C, onpefeneHue 12 myTauui
GNP210 B reHax IDUA, IDS, HGSNAT, SGSH 15 gn 24000,00
GNP022 MyTauus Jlelifena (moarumMopdusm 1691 G>A rena F5) 5 gu 1580,00
MyTanus fnyc-krnHasse! 2 JAK2 Val617Phe (BbisiBJieHME MyTauH
GNP084 |A27.05.012 [V617F B 14 3k30He reHa) (KauecTBEeHHbIN aHa/13) 8 IH 3850,00
A27.05.012.0 |[MyTtauus fAnyc-kuna3bl 2 JAK2 Val617Phe (BbisiBieHUe MyTanuil
GNP096 01 V617F B 14 sk30He reHa) (KoJiM4eCTBEHHbIHN aHa/iu3) 8 oH 4300,00
MeimeyHas guctpodus Imepu-/iperdyca, ayTOCOMHO PELECCUBHOE,
ayTOCOMHO IOMUHAHTHOE, X CLiellJIeHHOe 3a60JIeBaHue,
GNP224 onpenesienue 32 mytauui B renax LMNA, SYNE1, 31 ou 23780,00
HacsiencTBeHHas npepacnosioKeHHOCTb K Pa3BUTHIO CaXapHOTo
GNP093 nurabera 2 Tuna 5 IH 7700,00
GNPO55 A27.05.009 |HacnencrBeHHbIN reMoxpoMaTos (MyTanuii B rene HFE) 6 nH 2180,00
HeunBasuBHbIY npeHaTaabHbiX TecT (HUIIT) [Tanopama CTaHaapT
GNP231 B03.006.002 |13 aHoMaJsivii c onipefesieHyeM noJia 15 iH 42000,00
HewHBasuBHBIN npeHaTaabHbIN TecT (HUIIT) [TaHopama CTaHmapT
GNP229 B03.006.002 |8 anomasuii c onpefiesienueM noJia 15 gx 31000,00
HeilipoHanbHbll nepoujubit tunodycrruos (HIJI, 6os1e3Hb
GNP206 Barrena), onpesiesienue 4 mytanuii B reax TPP1, CLN6, PPT1 15 au| 24000,00
HelpoceHcopHasa HecMHApOMa/bHasA TYrOYXOCTh, ONpeJesleHhe
GNPO052 A27.05.033 |myTanuu B reHe GJB2 (koHHekcuH 26 GJB2: 35DelG) 5 nH 1880,00
HeiipoceHcopHas TyroyxocTh, onpezejeHre 17 MyTaluil B reHax
GNP205 SLC26A4, GJB2, LOXHD1, OTOGL, TMPRSS3, MYO6 31 nn 24000,00
Hei#tpoTpaHcMuTTepHbIM nepeHocyuk godamuHa SLC6A3: 3'UTR
GN0293 9/10 VNTR (40-bp VNTR) 5 nn 1580,00
He#ipoTpaHcMUTTEPHBIN epeHocyrK fodamuHa SLCO6A3: G2319A 5
GN0294 [IH 1580,00
He#ipoTpaHCMUTTEPHBIN TepeHOCYUK fodamMuHa SLC6A3: intron 8
GN0295 VNTR 5 nn 1580,00
HelipoTpaHCcMUTTEPHbIN IepeHOCYUK cepoToHUHA SLC6A4:
GN0296 Long/Short (L/S; 44-bp Ins/Del) 5 nn 1580,00
GN0036 Hei#tipoTponuseiit pakTop Mmo3ra BDNF: Val66Met; V66M 5 nu 1580,00
Hei#tpopubpomaTo3s Il Tumna, onpenesenue 18 myraruii B reHe NF2
GNP214 15 oH 24000,00
B03.006.004. |HenepeHocumocTsb JakTo3bl-reH MCM6 LCT: T-13910C (C/T-13910)
GNP032 001 5 nH 1790,00
GNP020 Henosinno3HbIN pak TOJCTOM KUIIKU 5 TH 6000,00
GNP234 A27.20.001 |HUIT AHK-ckpunuHr: 1 cuagpom (cungpom JlayHa) 16 nH 23000,00




HUIIT JHK-ckpunuHr: 3 cunapoma (cuHgpoMbl JlayHa, 31Bap/ca,

GNP235 [A27.20.001 |[laTay) 16 aH 24000,00
HUIIT JHK-ckpuHUHT: 6 cuHAPOMOB (cuHApPOoMbI JlayHa, dABapAca,

GNP239 A27.20.001 |llaTay 1 HaTOJIOTWH MOJIOBBIX XPOMOCOM) 16 JTH 26000,00
O6yC/10BJIEHHOCTD CUJIBI BOCIIAJINTEIbHOU peakyuu IL6: -174 G>C,

GNPO070 IL10:-1082 G>A 5 an 3340,00

GNO0268 OnuougHbid penentop M1 OPRM1: Asn40Asp (N40D; A118G) 5 an 1580,00
OnpezesieHVe KIMHUYECKH 3HAYUMBbIX MyTallui B reHe

GNP221 A27.05.036 |mykoBucnugosa (CFTR) meTomom NGS 15 nH 50840,00
OnpepeneHne MeTUINPOBAHUA NpoMoTopa reHa MGMT

GNP145 A27.30.057 |(6uomncuitHbli/onepalOHHbIN MaTepuas) 22 IH 17000,00
OnpefeieHHe MUKpOCaTe/UIMTHOHN HecTabuabHoCcTH (MSI) MeToiOM

15.75. A27.30.001 |[TLIP (6uoncuiiHbiii/onepaliOHHbIA MaTepuas) 14 nH 16560,00
Onpepenenue mytauuu D816V B rene KIT meTozom [P

GNP150 A27.30.012 |(6uomncuiiHbIi/onepallMOHHbIA MaTepuas) 11 nH 10600,00
Onpegenenue mytauuu T790M rena EGFR

GNP151 A27.30.016 |(6uomncuiiHbIi/oNepalMOHHBIN MaTepuas) 8 IH 9220,00

GNP178 |A27.05.062 |Omnpepesnenue mytanuu T790M rena EGFR (kpoBb) 8 nH 10400,00
Onpepenenue mytauuit V600 B reHe BRAF (kauecTBeHHOE
onpepeneHve mytanuu V600E B rene BRAF)

GNP077 |A27.30.008 |(6uomcHiTHBIN/ONIepallMOHHBINA MaTepuas) 8 IH 9940,00
Onpegenenuve mytauui B 12, 14 sx3oHax reHa PDGFRA meToom
[IL[P v cekBeHUpOBaHUs (OUONCUOHHBIN/ONepalUOHHbIN

GNP265 MaTepuas) 8 jH 13000,00
Onpenenenuve mytauui B 15 3k3oHe reHa BRAF u 11, 13, 17 3k30Hax
reHa ¢ KIT metozmom I[P 1 cekBeHnpoBaHus

GNP091 (6buoncuiiHbIi/onepauoHHbIN MaTepyan) 11 aH 18840,00
Onpepenenue myTtauuii B 15 ak3oHe reHa BRAF u 2, 3 ak30HOB rena
NRAS, 11, 13, 17 3k30H0B reta c KIT metogom I1LP u

GNP092 A27.30.012 |cexBeHHMpoOBaHUA (6MONCHIHBIN/onepanyoH) 8 1H 24620,00
Onpepenenue myTtauuit B 15 ak3oHe reHa BRAF metopmowm IILP u

15.80.1. CEeKBEeHHUPOBaHUs (6MONCUNHBIN/oNepallMOHHbIN MaTepuas) 8 IH 10600,00
Onpegenenue mytauui B 18, 19, 20, 21 sak3oHax reHa EGFR
meTogoM [1LP u cekBeHnpoBaHUs (6MONCHHAHBIN/ONEepaLMOHHBIHA

GNP263 MaTepuas) 8 1H 13000,00
Onpepenenue myTtauuii B 5, 6, 7, 8 ak3oHax rena TP53 metozaom I1LIP
U CeKBeHHpOoBaHUsI (6MONCHOHHBIN /ollepallMOHHbIA MaTepHaJ) 8

GNP266 [IH 17000,00
OnpepeneHue MmyTauuii B 5, 6, 7, 8 ak3oHax reHa TP53

GNP246 A27.05.048 |cexkBeHHnpoBaHueM 1o CaHrepy (kpoBb). 11 aH 17000,00
Onpegenenue mytauuid B 8, 11, 17 sk3onax reda c-KIT MmeTomzom

GNP105 A27.30.012  |[ILIP u cekBeHupoBaHus (KpoBb) 33 AH 7180,00
Onpepenenue mytauuii B9, 11, 13, 14, 17, 18 ax3oHax reHa c KIT u
12, 14 sx3oHax reHa PDGFRA meTonowm I[P 1 cekBeHHpOBaHUS

GNP152 A27.30.013 |(6uoncuiiHbli/onepanoHHbli) 11 i 30300,00
Onpegenenue mytauui B 9, 20 saxk3onax reda PIK3CA metogowm I11IP
U CeKBeHHpoBaHUs (6UONCUIHbBIN/onepaliMOHHbIN MaTepuasn) 11

GNP095 JH 17520,00
Onpegenenve mytauui B 9,11,13,14,17,18 sk30Hax rena c-KIT
meTogoM [1LP u cekBeHUpoBaHUs (6MONCHHHBIN/ONepalMOHHbBIHN

GNP094 |A27.30.012 |matepuan) 11 gH 17000,00
Onpegenenue mytauuit B reHax BRAF, KRAS, NRAS

GNP0O75 |A27.30.008 |(6voncuiiHbIi/onepalMoHHbIN MaTepuas) 8 oH 17760,00

GNP048 |A27.05.040 |Ompepnesnenue myTtanuii B reHax BRCA1 u BRCA2 (kpoBb) 5 H 4900,00
Onpepnenenvie mytanui B renax BRCA1, BRCA2 u CHEK2 (xpoBb) 5

GNP0O57  [|A27.05.046 |nH 7540,00




Onpegenenue mytanui B reHax KRAS, NRAS

GNP079 A27.30.007 |(6uomncuitHbIN/onepaliOHHBIN MaTepuai) 8 [H 13760,00
Onpepenenue myTtauuit B reHax penapauuu JJHK (HRR) meTomom
GNP197 NGS: Solo ABC (xpoBb) 15 nH 76000,00
Onpegenenvie mytanui B redax penapanuu JHK (HRR) metozom
GNP198 NGS: Solo ABC (napaduHoBbIii 6J10K) 17 AH 76000,00
GNP102 Onpepenenue mytauui B rede ASXL1 (kpoBb) 33 aH 15720,00
GNP099 Onpepenenue myranui B rene CEBPA (kpoBsb) 33 g1 14400,00
GNP104 Onpezenenvie mytanni B rene CXCR4 (koctHbIM M03r) 33 1H 12280,00
Onpepenenve myTtauuii B reHe EGFR (kauecTBeHHOe olpesiesieHue
myTauuu L858R u 27 nenenuii (del) B 19 sk3one rena EGFR)
GNP078 |A27.30.016 |(6uomcuilHbIN/onepanMOHHBINA MaTepyuas) 8 JH 12460,00
GNP101 Onpepenenue mytauuii B rene EZH2 (kpoBb) 33 nH 16000,00
Onpegenenue mytauui B rede IDH1 metogom TP u
GNP143 A27.30.051 |cexkBeHHpOBaHUs (6MONCUIHBIN/ONEpalMOHHbBIN MaTepuas) 8 aH 17320,00
Onpepenenue myTtauuit B reHe KRAS (6uoncuitHbiii/onepariOHHbIH

GNP074 A27.30.006 |maTtepuasn) 8 1H 6440,00
Onpepenenvie mytauuii B rene MYD88 (L265P) (kocTHbIN Mo3r) 33

GNP103 [A27.30.067 |gH 13420,00
Onpepenenue mytauuii B rene NRAS

GNP076 |A27.30.007 |(6uomcHiiHBIN/ONIepallMOHHBINA MaTepuas) 8 JH 8800,00
Onpepenenue mytauui B rene PABPN1 (okysodapuHreanbHas

GNP302 MbllIeyHas AucTpodusi) 15 nH 9810,00

GNP100 Onpepenenue mytauuii B rene WT1 (kpoBb) 33 gH 13420,00
Onpepenenue myTtauuii Bo 2, 3 sk3oHax reHa KRAS u 2, 3, 4 ak30Hax
reHa NRAS meToaom [P u cekBeHUpOBaHUS

GNP089 (6uomncuitHpIN /onepalioOHHBIN MaTepuan) 11 fH 17000,00
Onpegenenue mytauui Bo 2, 3 sk3oHax reHa KRAS, 2, 3, 4 sk3oHax
reHa NRAS u 15 sk3one reHa BRAF metogom IILP u

GNP090 CEeKBEHHPOBaHMUs (OMONCHOHHbIN/onepaoHHbIi 11 H 19200,00
Onpegenenve Mmytauui Bo 2, 3, 4 sk3oHax reHa KRAS metoznom I1LIP
Y CeKBeHHpOBaHUs (6MONCUOHHBIN/oNlepallMOHHbINA MaTepuas) 11

GNP264 IH 13000,00
OnpepeneHue MmyTauuii Bo 2, 3, 4 ak3oHax reHa NRAS metogom TP
U CeKBeHHpOBaHUs (6MONCUOHHBIN /onepallMOHHbINA MaTepuas) 11

GNP088 IH 13000,00
Onpepenenue mytauuit reda IDH2 metozowm [P u

GNP144 |A27.30.052 |cekBeHHpOBaHUs (6MONCUHHBIN/ONepallMOHHBIN MaTepras) 11 nH 17320,00
Onpepenenue mytauui reHoB BRCA1 u BRCA2 metozom NGS
(cexBeHHpOBaHHe BCcex KOJUPYOIIKX 061acTel reHoB BRCA1 u

GNP180 |A27.05.040 |BRCA2) (xpoBb) 15 gH 47000,00
Onpepenenue mytauui reHoB BRCA1 u BRCA2 metozom NGS
(cekBeHHpOBaHME BCeX KOAUPYIOUIUX 06s1acTelt reHoB BRCA1 u

GNP175 A27.30.011 |BRCAZ2) (napaduHoBbI¥ 6J10K) 17 1H 47000,00
Onpepenenue mytauuit renHoB BRCA1, BRCA2, CHEK2, ATM

GNP187 meTtoioM NGS: Solo ABC (kpoBb) 15 nH 68000,00
Onpepenenue mytauuit renHoB BRCA1, BRCA2, CHEK2, ATM

GNP186 meTtoioM NGS: Solo ABC (nmapa¢uHoBbIi 6510K) 15 fH 68000,00
Onpegenenue mytauuii reHoB BRCA1, BRCA2, CHEK2, ATM, PALB?2,

GNP288 BRAF, PIK3CA meTozmom NGS: Solo ABC + (kpoBs) 32 nH 50100,00
OnpezesieHre MyTalUi reHOB, CBA3aHHBIX C PAKOM JIETKUX U
TOJICTOM KUILIKHU, pacliupeHHas naHeab MeTooM NGS: Lung and

GNP176 Colon Cancer Panel (22 rena) (n.6s10k) 31 g1 50000,00
OnpezesieHre MyTalUi reHOB, CBI3aHHBIX C COJUAHBIMU
onyxossiMu, MeTosoM NGS: Multi-Cancer Panel (56 reHoB)

GNP177 (mapadurHoBbIi 6J10K) 31 oH 60000,00




OnpezesieHre MyTalUH, CBA3aHHBIX C KOJIOPEKTaJbHbIMU paKaMH
(cemeliHbIN a/leHOMATO3HBIH MOJIMII03 U CUHAPOM JIMHYA), METO/IOM

GNP233 NGS 15 gH 49000,00
OnpegesieHre MyTalMH, CBI3aHHBIX C HAC/Ie/.0HKO CHHAPOMaMH
(PeTuHo6sacToMa, JIu-®paymeny, Ilelitua-Erepca, KoyzaeHa,

GNP232 CeMeHHBIHN pakK xKeayak 15 nH 53000,00
OnpepesieHre MyTalUH, CBA3aHHBIX C HAC/leCTBEHHBIMHU

GNP287 runepxosnecrepunemusamu (FH), metogom NGS 32 u 26320,00
OnpeneneHre MyTalWH, CBI3aHHBIX C CAXapHbIM JUa0ETOM

GNP222 (Bruirouast MODY-guabet), metogioM NGS 15 qH 56000,00
OnpezesieHre MyTallMOHHOTO CTaTyca FTeHOB BapHabebHbIX

GNP106 y4aCTKOB UMMYHOTJIOOYJIMHOB (KPOBb) 33 JIH 21420,00

GNP199 OnpegesieHue noJia nJoJa 1o KpoBU MaTepu 8 1H 8000,00
OnpepesieHre MpeJ3KCIaHCUU TPU NePBUYHON IMYHUKOBOU

GNP132 HegoctaToyHOCTH ( B reHe FMR1) 15 gH 6500,00

GNP200 Onpenenenue pe3yc-pakTopa IJI0a IO KPOBU MaTepH 8 IH 8600,00
Onpepenenue TpaHcaokanuii rena ALK (FISH)

GNP098 [A27.30.017 |(6uoncuiiHblii/onepanioHHbId MaTepuain) 13 aH 25000,00
Onpegenenue TpaHcaokanuii reHa ROS1

15.77. A27.30.018 |(6uomncuiiHblii/onepalMoOHHbIN MaTepuas) 18 nu 17820,00

GNP174 |A27.05.013 |Ompenenenue skcnpeccuu reHa FLT3 (kpoBb) 6 JH 7480,00

20.121. A09.28.087 |Onpepenenue skcnpeccuu reHa PCA3 11 gH 6700,00

GNP173 Onpepenenue sxkcnpeccud reHa PRAME (kpoBb) 6 fH 7460,00

GNP026 OcTeonopo3 (reHeTuyeckue pakTophl) 5 [H 10500,00
[lnanenTapHbiil ¥ npoctatudeckuiit DLG DLG5: Arg140GIn (R30Q) 5

GN0106 JH 1580,00
[loaTBepk/AeHHe OJHOM MyTallui ceKBeHUpOoBaHUeM 1o CaHrepy 46

GNP237 IH 25980,00
[Monmunentuy 1A cemeiictBa Y/ ®-ritokypoHunaTpancpepassl 1

GN0326  |A27.30.015 |UGT1A1: UGT1A1*285 nH 2320,00
[TonHOe cekBeHUpOBaHUe 3k30Ma (m1aTdopma lllumina) c
aHa/IM30M JIaHHBIX Ha OCHOBe KJIMHWYeCKON HHPOpMaL Uy 6e3

GNP236 BbIJ]Ja4¥ BTOPUYHBIX HAaX0Jl0K 31 AH 160000,00
[IpeapacnosioxkeHHOCTD K 60Jie3HU AnblLreiiMepa (asuienu e2,e3,e4

GNP295 reHa APO-E) 15 gu 9400,00

GNP081 [IpenpacnosoxkeHHOCTD K Auabety Il Tuna 5 gH 4060,00
[IpefpacnosioeHHOCTb K HEBbIHALIMBAHUIO OepeMeHHOCTH

GNP354 (aHa/IM3 TEeHOB CBePTHIBAIOIIEH CUCTEMBI) 6 IH 6980,00
[IpespacnosioKeHHOCTb K HeBbIHALIMBAaHUIO GEpEMEHHOCTH

GNP353 (aHanu3 reHoB ¢oslaTHOrO LMKAA) 5 IH 5240,00

GNPO080 [IpepacnoioXXeHHOCTb K OKUpPEeHUI0 U Auabety Il Tuna 5 g1 4040,00
[IpeApacno1okeHHOCTb K Pa3BUTHIO UILIeMHUYeCKOH 60J1e3HU

GNP083 cepaua "UBC-ckpun" 5 nH 3760,00
[IpekoHIIENIMOHHBIM CKPUHUHT HAa HOCUTEbCTBO aTaKCUU

GNP363 ®peiiapuxa (FXN) (a5 onHoro) 17 au 6240,00
[IpekoHIeNMOHHBIY CKDUHUHT Ha HOCUTEJIbCTBO KIMHUYECKH
3HAYMMbIX BAPUAHTOB [IJIsl Pa3BUTHS THUIEPIIa3uH KOPbI

GNP358 Ha/ANIOYEeYHUKOB (A1 ogHoro) 17 ax 6240,00
[IpekoHIIeNMOHHBIN CKPUHUHT HAa HOCUTEIbCTBO JIOMKOH X

GNP362 XpPOMOCOMBI (711 0/iHOTrO0) 17 nH 6240,00
[IpekoHLENIMOHHbIN CKPUHUHT HA HOCUTEJbCTBO MbILIEYHOHU

GNP361 nuctpoduu MomeHa/bekkepa (g1 ogqHoro) 17 aH 10000,00
[IpekoHLENIMOHHbIN CKDUHUHT HA HOCUTEJbCTBO CIMHAJIbHOMN

GNP359 MbllleyHOU aTpoduu (A5 ogHoro) 13 aH 10000,00
[IpekoHILeNMOHHBIN CKDUHUHT Ha HOCUTEJILCTBO XOpeur

GNP360 l'enTuHrTOHA (/151 ojHOTO) 17 NiH 4640,00




l_[pI/IBbI‘{HOG HEeBbIHAIlTMBAHHE (aHaJ’II/IS reHoB Cl)OJ'IaTHOl"O OUKJIa U

GNP355 CBepThIBAKOLIEN CUCTEMBI) 6 IH 12200,00

GNO0277 [Ipoonnomesnanokoptud POMC: Arg236Gly (R236G) 5 nH 1580,00
[IpoTenn-tuposuHdocdartasa 22 PTPN22: Arg620Trp (R620W) 5

GN0282 H 1580,00
[IpoTeunH 2, nofo06HBIN TpaHCKpUNLMoHHOMY dakTopy 7 TCF7L2:

GNO0307 IVS3C>T 5 nn 1580,00
[IpoTeunH 6, cxoxublii ¢ C1q U pakTOpOM HEKPO3a OMyX0JeH

GN0345 C1QTNF6:rs5756546 5 nH 1580,00

GN0284  [|A27.05.052 |[Iporoonkoren RET: Cys611 (Cys611Trp) 5 ax 1580,00

GNO0285 A27.05.052 |[Ipotoonkoren RET: Cys618 (Cys618Ser/Arg) 5 nn 1580,00

GN0287 A27.05.052 |[IpotoonkoreHd RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser) 5 nu 1580,00
[IpoToonkoreHn RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp) 5

GN0288  [A27.05.052 |gH 1580,00

GN0234 |A27.05.049 [Pak npsiMo# kuIIKH, Henouno3Hbid (Tun 2) MLH1: Ala681Thr 5 nin 1580,00
Pak npsiMo# KUKy, Hemoinno3Hbli (Tun 2) MLH1: G-93A (93G>A)

GN0235 [A27.05.049 |5 pH 1580,00
Pak npsiMoi#l KMIUKY, HenoiMno3Hbl# (Tun 2) MLH1: His329Pro

GN0232  [A27.05.049 |(H329P) 5 nH 1580,00

GNO0233 A27.05.049 |Pak npsiMOl KUIIKH, Henouno3Hbid (Tun 2) MLH1: Pro648Ser 5 gx 1580,00

GNP019 Pak ToJICTOM KUIUIKYU U XKeJyAKa 5 [H 3000,00
PacuimpeHHbIN aHa/IM3 KapUOTHUIIA C BbISIBJIEHUEM XPOMOCOMHBIX

A08.30.029.0 [a6eppariuii (BbIsIBJIEHHE XPOMOCOMHOM HECTAOUJIBHOCTH,

20.182. 02 BO3HUKIIEH B pe3ysibTaTe BO3J4ENHCTBUS MyTareHHbIX ¢ 19 aH 16520,00

GN0035 Perynsitop anonto3za BCL2A1: G141A 5 nH 1580,00
PerynsTop TpaHCMEMOGPaHHON TPOBOAUMOCTH NTPU MYKOBUCLIH/I03€

GN0060  [A27.05.036 |CFTR:1677DelTA (2-bp Del, 1677TA) 5 nx 1580,00
PerynsTop TpaHCMEMOGPaHHON TPOBOAUMOCTH NPU MYKOBUCLIH/03€

GN0061  |A27.05.036 |CFTR:2143DelT 5 gH 1580,00
PerysnstTop TpaHcMeMOpPaHHON NIPOBOAMMOCTH IPU MyKOBHUCLIHI03€

GN0062  [A27.05.036 |CFTR:2184InsA.5 nH 1580,00
PerynsaTop TpaHCMeMOpPaHHON NPOBOAUMOCTH NPU MYKOBUCLIH/03€

GN0064  [A27.05.036 |CFTR:3821DelT 5 gu 1580,00
Perynsatop TpaHcMeMOpPaHHON IPOBOAMMOCTH IPU MyKOBHUCLIHI03€

GN0069  [A27.05.036 |CFTR:3849+10kbC>T 5 nH 1580,00
PerysnsiTop TpaHCMeMOpPaHHON TPOBOAUMOCTH IPU MYKOBHUCLIHI03€

GN0056  [A27.05.036 |CFTR: Argl117His (R117H) 5 gn 1580,00
PerynsTop TpaHCMEMOGPaHHON TPOBOAUMOCTH NIPU MYKOBUCLIH/03€

GN0066  |A27.05.036 |CFTR: Asn1303Lys (N1303K) 5 nu 1580,00
PerynsTop TpaHCMEMOGPaHHON TPOBOAUMOCTH NIPU MYKOBUCLIH03€

GN0417  |A27.05.036 |CFTR:del 2,3 (21kb) 5 an 1580,00
PerysnsTop TpaHCMeMOpPaHHON IPOBOAMMOCTH IPU MYKOBHUCLIHI03€

GN0059 [A27.05.036 |CFTR: Del_Ile507; Delta I507 5 nn 1580,00
PerynsTop TpaHCMEMOpPaHHON TPOBOAUMOCTH NIPU MYKOBUCLIH/03€

GNO0055 [A27.05.036 [CFTR: F508Del; delta508 5 nu 1580,00
PerysnsTop TpaHcMeMOpPaHHON IPOBOAMMOCTH IPU MYKOBHUCLIH/I03€

GN0418 [A27.05.036 |CFTR: Glu92LyS(E92K) 5 nn 1580,00
PerysnsiTop TpaHCMeMOpPaHHON IPOBOAUMOCTH IPU MYKOBHUCLIHI03€

GN0065  [A27.05.036 |CFTR: Gly542Ter (G542X) 5 niH 1580,00
Perynsatop TpaHcMeMOpaHHON IPOBOAMMOCTH IPU MyKOBUCLIHI03€

GN0067  |A27.05.036 |CFTR:L138Ins 5 an 1580,00
PerysnsTop TpaHCMeMOpPaHHON IPOBOAMMOCTH IPU MYKOBHUCLIHI03€

GN0057 [A27.05.036 |CFTR: Trp128Ter (W1282X) 5 nH 1580,00
Penkue popmbl cinHolepebesisspHbIx aTrakcuit (C11A8,10,12,17,

GNP299 36) 15 gH 12210,00




GN0241 Penykrasza MTRR: lle22Met (A66G) 5 fiH 1580,00
Pe3ucTeHTHOCTD K aHTHArperaHTHOM Tepanuu (aCUpHH, IIABUKC)

GNP072  [A27.05.030 |ITGB3:1565T>C5 nn 1760,00

GN0329 PenenTtop Butamuna D VDR: A-3731G (Cdx2) 5 gH 1700,00
PeuenTtop Butamuua D VDR: b/B (Bsml Polymorphism;

GN0328 IVS10+283G>A) 5 an 1700,00

GNO0330 Penentop Butamuna D VDR: Fokl Polymorphism; Ex4+4T>C 5 nn 1700,00
Penientop raMMa-aMUHOGYTUPOBOM KUCI0THI A (abda 1) GABRA1:

GN0142 rs2279020 5 nH 1700,00
Penientop raMMa-aMUHOGYTHPOBOU KUCIOTHI A (asibda 2) GABRA2:

GNO0143 rs279871 5 gH 1700,00
Penientop raMMa-aMUHOGYTHPOBOU KUCIOTHI A (asibda 6) GABRA6:

GNO0145 C1236T 5 gH 1700,00
Penientop raMMa-aMUHOOYTUPOBOM KUCI0THI A (anbda 6) GABRAG:

GN0144 rs32191515 gn 1700,00
PenenTop raMma, akTUBUPYeMbIH poaudepaTaMy NEPOKCUCOM

GN0281  [A27.05.023 |PPARG: Pro12Ala (P12A) 5 an 1700,00

GN0230 Penentop mesianokopTuHa (4 Tun) MC4R: Val103lle 5 nu 1700,00

GN0114 PenenTtop akrogucmiasuna A2 EDA2R: rs1352015 5 au 1700,00
Puck pa3BuTHs apTeprUaTbHON TUIIEPTEH3UH, TUIIEPTEH3UBHBIX
OCJIOXKHEHUM 6epeMeHHOCTH Npu npesksiamincuu (redbl ACE u AGT)

GNP338 10 iH 7900,00
Puck pa3BuTus paka serkux npu Kypeauu GSTP1: lle105Val, GSTT1:

GNP0O71 null, GSTM1: null 5 gx 4500,00

GNP121 CemMeliHas cpeau3eMHOMOpCKas uxopaaka red MEFV 15 nu 11980,00

GNP217 Cungpowm bpyraza, onpenenenue 57 myranuii B rene SCN5A 15 qu 23780,00

GNP008  |A27.30.015 |Cunapom XKuiab6epa (UGT1A1) 5 an 3500,00
Cungapowm Jlyu-bap, Atakcusa-TesieaHrM3KTa3HUs ayTOCOMHO
peliecCHBHOe MOHOTeHHOe 3ab0/1eBaHMe, onpejesieHue 42 MyTanui

GNP225 B redHax ATM, MRE11 31 gx 21780,00
Cungpowm [leifTia-Erepca ayTocoMHO-JOMUHAHTHOE MOHOT€HHOE

GNP226 3abosieBaHue, onpeenenre 39 myrtanuii B rene STK11 15 gu 23780,00
Cunapom CmuTa-Jlemnu-Onuua, onpesieseHue 13 MmyTayuil B reHe

GNP208 DHCR7 15 gu 24000,00
Cungpowm Yuiepa, tunsl 1C, 1D, 1B, 24, 3A onpegenenue 30

GNP213 myTtanui B reHax USH2A, CLRN1, MYO7A, CDH23, USH1C 15 gx 24000,00
CKpUHUHT Ha HOCUTENIBCTBO 11 4acThIX MOHOT€HHBIX ayTOCOMHO-

GNP216 peliecCUBHBIX 3a6oseBaHui (93 myTtauuu) 15 gH 24000,00
CKpUHUHT Ha HOCUTEJIBCTBO 25 MOHOT€HHBIX ayTOCOMHO-

GNP215 penieccuBHbIX 3a60seBaHui (188 myTtauuii) 15 an 25000,00

GNP030 A27.05.034 |CniuHasnbHasg amuoTpodus 15 a1 3520,00
CynepceMeiicTBO penienTopa pakTopa HEKpo3a OMyXoJ1eH, NeNTUs

GNO0314 11b TNFRSF11B: Asn3Lys (G1181C) 5 aH 1700,00
CynepceMeicTBO penenTopa GpakTopa HEKpo3a OMyXoJIeH, eNTUs

GNO0315 11b TNFRSF11B: T245G (245T>G) 5 nH 1700,00

GN0300 Cynpeccop 1 uutokrHoBoi curHanusauuu SOCS1: rs243327 5 nu 1700,00

30.28. Tect IHK uHpopmManoHHbIH, AONOJHUTENbHBIM y4acTHUK 1 8 oH 7500,00

30.29. Tect JHK nndopMaiioOHHBIH, JONOJTHUTENBHBIN YYaCTHUK 2 8 IH 7500,00

30.3. B03.045.031 |Tect JHK Ha oTmoBcTBO (MHpOpManunoHHbIi) OTen/pe6eHok 8 TH 21000,00
Tect IHK Ha oTioBcTBO (MHbOpManMoHHbIN) OTel/pe6eHOK/MaTh

30.4. B03.045.026 |(npu HaJn4uu 6M0J0THYECKON MaTepu) 8 JH 22000,00
Tect JHK Ha oTnoBcTBO (MH$OpPMaLMOHHBIN) TecT Ha OTLOBCTBO C

30.8. B03.045.027 |poxuTensiMu otia (pebeHOK/AeyliKa U 6abyLIKa 10 0TLy) 8 AH 22000,00

GNP120 TunupoBanue HLA B51 npu 6os1e3Hu Bexuera 15 fH 4420,00

B03.006.004.
19.1109. 002 Tunupoanue HLA DQ2/DQ8 npu nenuvakuu 15 iH 8300,00




19.41. Tunuposanue reHos HLA II: jokyc DQA 1 (5 nH) 3600,00

19.42. Tunuposanue redos HLA II: mokyc DQB 1 (5 gH) 3600,00
Tunuposanue reHoB HLA II: sjokyc DRB 1 npu HeBbIHalIMBaHUU

19.40. 6epeMeHHOCTH U NepeJ TpaHCcIIaHTanuen (5 1H) 3600,00
Tuposunemus | Tuna, onpenenenue 7 myrauui B renax FAH, HPD

GNP204 31 nH 24000,00

GNPO045 Tpom6oduansa — ckpunusr (F2, F5, MTHFR)5 gu 2600,00
Tpom6odunus npu 6epeMeHHOCTH (12 reHOB: 6a30Basi MaHeb U
reHbl ¢osatHoro uukiaa MTHFR C677T, MTHFR A1298C, MTR,

GNP044 MTRR) 5 gn 6700,00
Tpom6odunus, 6a3oBas naHess (8 renos: F2, F5, F7, F13A1, FGB,

GNP046 ITGA2, ITGB3, SERPINE1) 5 nH 4750,00
TpoM6ouuTapHbli riikonpoTteurH Ib, anbda-nonunentus GP1BA:

GNO0154 Ins/Del (VNTR A, B,C,D) 5 nn 1700,00
TpoM6GouuTapHbli riukonpoTterH Ib, anbda-nonmunentus GP1BA:

GNO155 T-5C; Kozak sequence 5 g1 1700,00
TpoM6GouuTapHbli riukonpoTterH Ib, anbda-nonmunentus GP1BA:

GN0153 Thr161Met (T161M) 5 nH 1700,00
Ty6Gepo3HbIH CK/1ep03 ayTOCOMHO-OMHUHAaHTHOE MOHOT'€HHOE

GNP218 3abosieBaHue, onpeenenue 59 myranuii B reHax TSC1, TSC2 15 nu 23780,00

GN0122 A27.05.002 |®akTop koaryasiuuu Il (Tpom6un) F2: G20210A. 5 nH 1700,00

GN0123 ®axkTop koaryasauuu Il (tpom6un) F2: Thr165Met (T165M) 5 gu 1700,00
®axrop koaryssanuu V (F5 @akrop Jleitpena) F5: Factor V Leiden

GN0124  [A27.05.018 |(G1691A; Arg506GIn) 5 nH 1700,00
®axkTtop koaryasauuu VII (mpokonseptuH) F7: 10976 G>A

GN0346 (Arg353GIn) 5 1H 2500,00
®akrop koaryssanuu XIII (mosmunentuy A1) F13A1: Val34Leu

GN0121 (Val35Leu) 5 gu 1700,00

GNO0313 A27.05.011 |PakTop Hekposa onyxosieit TNF: TNF-308 (G-308A) 5 au 1700,00

GN0272 A27.05.035 |Penunananunrugpokcunasa PAH: Arg158Gin (Arg158Pro) 5 nu 1700,00

GN0271  |A27.05.035 |®enunasanuHrugpokcuaasa PAH: Arg252Gly (Arg252Trp) 5 niu 1700,00

GNO0275 A27.05.035 |®PenunnananuHruapokcuiaasa PAH: Arg408Glin (R408Q) 5 nu 1700,00

GNO0270 A27.05.035 |®PenunamanuHruapokcunasa PAH: Arg408Trp 5 nH 1700,00
®enunananuHruapokcuiasa PAH: lle65Asn ([le65Thr; [le65Ser) 5

GN0276  [A27.05.035 |mH 1700,00

GN0274  |A27.05.035 |PenunasanuHrugpokcuaasa PAH: IVS10-11g>a 5 fH 1700,00

GN0269 A27.05.035 |Penuwnananunrugpokcunaza PAH: IVS12+1g>a 5 ou 1700,00

GNO0273 A27.05.035 |Penuwnananmaruapoxcuiaza PAH: Pro281Leu (P281L) 5 nu 1700,00

GNP025 A27.05.035 |DeHunkeToHypHs, onpejiesieHue 7 mytanuii B rene PAH 5 1H 10500,00

GNP203 denunkeTOHYpHS, onpeeseHre 8 myTtauui B reie PAH 31 nn 26880,00

GN0129 ®uobpuHoreH (Koaryasnuonnsiit ¢paktop 1) FGB: C-148T 5 gu 1700,00
®ubpunoren (Koarynasiunonnsiit pakrop 1) FGB: G-455A (G-467A)

GN0130  |A27.05.004 |5 gH 1700,00
@ oJITUKYJIOCTUMYJINPYIOIIUI TOPMOH, 6eTa noaunentug FSHB:

GN0141 Tyr76Ter (Tyr94Ter; Y76X; Y94X) 5 nH 1700,00

GN0046 XemokuH RANTES CCL5: G-403A; G-470A 5 nH 1700,00

GN0078 Xumaza 1 CMA1: G-1903A (BstXI-polymorphism) 5 gu 1700,00
XpOMOCOMHBINA MUKpPOMaTpUUHbIN aHanu3 (XMA) nmocTHaTa/lbHbIN
Ha /IHK-MukpoMaTtpunax Hu3kou miuotHoctu (350 000 mapkepoB)

20.189. (xkpoBb) 11 11 44000,00
HuToxpom P450, cemelicTBo 2, noacemerictBo C, moaunentus 9

GNO0095  [A27.05.045 |CYP2C9: CYP2C9*2 (Argl144Cys; R144C) 5 nH 1700,00
HuToxpom P450, cemelicTBo 2, noacemerictBo C, mogunentus 9

GN0096  [A27.05.045 |CYP2C9: CYP2C9*3 (Ile359Leu; I359L) 5 nH 1700,00
[uTtoxpoM P450, cemelicTBo 2, nmoaceMencTBo E, mosimnentua 1

GN0097 CYP2E1: C-1053T (CYP2E1*5B) 5 an 1700,00




HuroxpoMm P450, cemelicTBo 2, moaceMeicTBo E, mosmmnentuy 1
GNO0099 CYP2E1: G-1293C (CYP2E1*5B) 5 nin 1700,00
GN0071  [|A27.05.046 |YeknoitHT-kuHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC) 5 gn 1700,00
GN0073 A27.05.046 |YexmoiiHT-knHa3a 2 CHEK2: Arg181His (R181H) 5 au 1700,00
GN0074  |A27.05.046 |YeknoitnT-kuHaza 2 CHEK2: Glu239Lys/Ter (E239K/X) 5 nu 1700,00
GN0070 A27.05.046 |YeknoiHT-kuHa3a 2 CHEK2:1le157Thr (I1157T) 5 gn 1700,00
GNO0415 A27.05.046 |YeknoiiHT-kuHa3a 2 CHEK2: IVS2+1G>A 5 gu 1700,00
GNPO51 YyBCTBUTEJNBbHOCTD K BUTAaMUHY D 5 H 1500,00
YyBCTBUTENBHOCTD K JIe4EHHI0 XPOHUYECKOr 0 TenaTUTa
GNP034 |A27.05.028 |pu6aBupHHOM U HHTepPEpPOHOM 5 TH 1500,00
JHoTeNnaIbHAs CUHTa3a oKcKia a3ota, Tul 3 NOS3: 4b/a VNTR
GN0259 A27.05.031 |polymorphism (4a/4b) 5 nn 1700,00
GNO0261 A27.05.031 |9HpoTesvanbHas CMHTa3a okcupa asota, Tun 3 NOS3: T-786C 5 au 1700,00
GNO0117 Anokcuarugposaasa 1 EPHX1: His139Arg (A416G) 5 nH 1700,00
GNO116 dnokcuarugposaasa 1 EPHX1: Tyr113His (Y113H) 5 gu 1700,00
JdctporenoBsbiit peuentop 1 ESR1: Btgl Polymorphism (G2014A) 5
GNO0120 IH 1700,00
GN0119 Jdctporenosslit penentop 1 ESR1: Pvull (T-397C) 5 nn 1700,00
JdctporenoBslit penentop 1 ESR1: Xbal Polymorphism (A-351G) 5
GNO0118 IH 1700,00
HLA-tunupoanue 2 knacca:DRB1, DQA1, DQB1
2598 A12.05.010 [ucTOCOBMECTHUMOCTH Maphl. 2-12 a1 7800,00
A27.05.029.0 |HLA B27 MoJieky/1sipHO-TeHETHYECKOe HccaefiloBaHue (Kad.)
2732 01 6osie3Hb bexTepeBa 4 [H 2200,00
A27.05.022.0 |Teneruka penpoaykunu. Myxckoe 6ecriiogue. lenexknuu AZF-
2727 01 JIoKyca (KauecTBeHHBIN) 11 fiH 2600,00
MeTa60si13M BapdapuHa - 6a3oBbiit (CYP2C9, CYP4F2 u VKORC1) 6
GNPO50 B03.005.008 |gH 3200,00
1187 B03.005.009 |Tpombodunuyeckue MyTanuu (MUHUMaIbHas naHesb F2 F5) 4 nu 1500,00
Tpom6odunnyeckue Mytanuu (pacuimpensas nanenb F2 F5 F7 F13
2726 B03.005.009 [FGBITGA2 ITGB3 PAI-1) 4-5 nH 3400,00
1.1.6. TopMoOHaJ/ibHBbIE HCC/IeA0BaHUA
1.1.6.1. TopMOHaJIbHbIE HCC/IeJ0BAaHUSA KPOBH
2.17. A09.05.139 |17-OH-nporecTtepoH 2 AH 740,00
2.43. A09.05.143  |ApxpeHasnH, HOpaApeHaJvH B KpoBHU 9 IH 2900,00
2.44. A09.05.143  |AxgpeHasivH, HoOpaJpeHaluH, fopaMUH B KPOBU 9 TH 3000,00
2.19. A09.05.067 |AKTT - aijpeHOKOPTUKOTPOIHbINA TOPMOH 2 IH 970,00
2.22. A09.05.069 |AnbpocTepoH 5 gH 1100,00
2.52. A09.05.225 |AMT - ArTHMIO/IIEpOB ropMoH (AMH/MIS) 2 nu 1800,00
AHaJii3 Ha coZiep>KaHre MPOMEKYTOUHBIX MeTab0JIUTOB
KaTeX0JJaMUHOB: MeTaHeppuH, HopMeTaHepHH (BeHO3HAsI KPOBb)
12.10.2. A09.05.133 |4 oH 5600,00
2.54. A09.05.147 |AHJpoCTeH/UOJ II0KYPOHUJ 9 H 1400,00
2.11. A09.05.146 |AHJpoOCTEHUOH 2 IH 800,00
2.39. A09.05.089 |besiok acconmupoBaHHbIN ¢ 6epeMeHHOCThIO (PAPP-A) 2 nH 1050,00
2.27. A09.05.297 |Bera-kpocc Jyianc (C-TepMHUHa/JbHBINA TEJONENTHA) 2 IH 1150,00
2.36. A09.05.090 |6eTa-XI'Y 2 gH 480,00
2.37. A09.05.090 |6eTa-XI'Y cBOGOAHBIN 2 AH 780,00
2.32. A09.05.057 |lacTpuH 2 fiH 1100,00
l'acTponanesns (c Harpy3ko#) (Tactpun 17, Tactpun 17-
ctuMyJsiupoBaHHbI, [lencunoreH I, [lencunoreH II, cooTHoweHue
6459 A09.05.057 |llencunoreH I/Ilencunores I, H.Pylori IgG) 9 ax 10000,00
l'actponanens (ckpuHUHT) (FacTpun-17 6a3anbHbli, [lencuHoreH-I,
[TencunoreH-1I, cooTHomeHue [encunoreH I/IlencunoreH II,
6088 A09.05.057 |Helicobacter pylori IgG) 9 nu 7620,00
2.46. A09.05.085 ([CmcramuH 9 gH 2990,00




2.18. A09.05.160 |T'y106ys1uH, cBsA3bIBaoKi nososble ropMmonsl (I'CITY) 2 fH 600,00
2.21. A09.05.149  |AT'A-S - geruapoanuangpocrepoHcyabdar ([ADA) 2 nH 480,00
2.50. A09.05.150 |Aurugportecrocrepod (AI'T) 6 au 1800,00
2.53. A09.05.203  |MHru6uH B 9 nH 2000,00
Wupekc T3/rT3 (T3 o6mwuii, T3 peBepcUBHBIN, pacdyéT
2.90. A09.05.060 |cooTHoweHus ) 7 [H 9900,00
2.28. A09.05.056 |WHcynuH 2 1H 700,00
2.49. A09.05.204 |UDP-1 (Comatomeznun C) 2 iH 1400,00
2.25. A09.05.119 |KanbLUTOHUH 2 AH 1300,00
2.20. A09.05.135 |Koprtusou (ropMmoH cTpecca) 2 oH 500,00
2.12. A09.05.131  |JIT - JIlOTEMHU3UPYIOMIVNN TOPMOH 2 JTH 480,00
1734 A09.05.159 |/lenTuH 9 aH 1250,00
Makponpo/iakTHH, B T.4. IPOJAKTHH U MOHOMEPHBIA TPOJIAKTHH 2
2.51. A09.05.210 |zH 1400,00
1.100. A09.05.296 |Mapkép ¢opMupoBaHUs KOCTHOTO MaTpukca PINP 6 nH 1600,00
2.81. MenaToHUH 9 IH 4980,00
2.26. A09.05.224 |OcTeokaablMH 2 JH 890,00
2.61. OcTteonporerepuH 8 jH 4600,00
2.24. A09.05.058 |[TapaTupeouaHbIN rOPMOH 2 AH 800,00
2.60 B03.032.002 |lIpeHaTanbHbI¥ cKpuHUHT | TpuMecTpa (11-13 Hegens) Astraia 3 aH 3200,00
2.42. B03.032.002 |lIpenaTanbHbii ckpuHUHT Il TpuMecTtpa (14-20 Hepensa) 5 aH 2200,00
2.16. A09.05.153  |lIporecTepoH 2 aH 480,00
2.29. [IpouHcyvH 9 nH 1540,00
2.14. A09.05.087 |[IposlakTuH 2 oH 480,00
2.30. A09.05.205 [C-menTup 2 IH 700,00
A09.05.078.0
2.10. 01 CBO6GO/IHBIN TeCTOCTEPOH 3 JH 1000,00
2.47. A09.05.124 |CepoToHUH 9 iH 2600,00
2.48. A09.05.066 |CTT - coMaTOTpONHBIN FTOPMOH 2 JIH 720,00
2.1. A09.05.060 |T3 o6muH (TpUHAOATUPOHUH) 2 TH 480,00
2.89. A09.05.060 |T3 peBepcuBHBIN 7 fH 7990,00
2.2 A09.05.061 [T3 cBoGOAHBIM (TPUMOATUPOHUH) 2 IH 480,00
2.3. A09.05.064 [T4 o6uwuit (TUpOKCUH) 2 AH 480,00
2.4, A09.05.063 |T4 cBO6OHBIN (TUPOKCHH) 2 H 480,00
2.7. TecT norJsioneHus TUpeouAHbIX ropMoHOB (T-uptake) 6 nH 1000,00
2.9. A09.05.078 |[TectocTepoH 2 nH 480,00
2.6. A09.05.117 |TupeorsioGysuH 2 H 900,00
2.8. A09.05.097 |TupokcuHCBSI3bIBAIOIIUN I'106yJIMH 8 IH 1000,00
2.5. A09.05.065 [TTT - TUpeoTpONHBINM rOPMOH 2 JH 480,00
2.13. A09.05.132  |DCT - GoNNMUKYJIOCTUMYINPYIOLIUNA TOPMOH 2 IH 480,00
2.15. A09.05.154  |3cTpaguon 2 iH 480,00
2.38. A09.05.157 |3cTpuos cBOGOIHBIN 5 TH 550,00
AnbJlocTepOH-peHMHOBOe cooTHoueHHe (APC, AnbJiocTepoH,
4224 A09.05.121 |PenuH) 7-16 nH 3300,00
1741 A09.05.249 |HccienoBaHue YPOBHS IJIAalleHTAPHOTO JJAKTOTeHa B KpoBU 7-8 iH 970,00
334 A09.05.121 |HccienoBaHue YPOBHS peHUHA B KpoBU 7-16 oH 1300,00
A09.16.003.0
4389 01 [TenicuHoreH [ u nencuoreH I, pacyet cooTHomeHus 4-5 TH 4400,00
1.1.6.2. TopMOHaJIbHbIE HCC/IeJ0BaHUSA MOYH
17-keTocTepoui0B xpoMaTorpadpuyeckuii Meto/ (CyTo4yHas Mo4a)
12.2. A09.28.036 |8 niH 2200,00
12.6.1. A09.28.034 |AxpenanuH+HopaspeHanuH (pasoBas Mmoya) 9 H 2780,00
12.6.2. A09.28.034 |Appenanuu+HopagpeHanuH (cyTouHas Mo4a) 9 iH 2780,00
12.7.1. A09.28.034 |AppenanuH+Hopagpenanun+/lodpamus (pa3zoBast Mmo4a) 9 aH 2980,00
12.7.2. A09.28.034 |AppenanuH+HopagpeHanun+/lodpaMuH (cyToyHas Moya) 9 iH 2980,00




AHaJsIM3 MOYM Ha coZeprKaHHe IPOMEKYTOYHbBIX MeTab0JIMTOB

A09.28.034.0 [kaTexoslaMHHOB: MeTaHepPUH, HOpMeTaHedPHUH (CyTOYHaAs Moya) 8

12.10.1. 02 JH 3000,00

12.4. A09.28.048 |Al'A-S (cyTouHast Mo4a) 2 IH 660,00

12.12. A09.28.064 |ATNIU/] (1e30KCUTMPU/IUHOJINH) B MOYe 2 JTH 1700,00
KomMmIiekcHoe HcciejoBaHNe Ha KaTeX0JIaMUHBI, CEpOTOHUH U UX
MeTabouThl (FOMOBAaHUJ/IMHOBAsA, BAaHUJIWJIMHUH/a/1eBas,5-

12.8.1. A09.28.042 |[rUAPOKCHUHJIOJIYKCYCHAsA KUCJAOTHI) (KPOBb M CyTOYHad Moya) 8 aH 3700,00

12.3. A09.28.035 |KopTtu3sou (cyTouyHast Mo4a) 2 1H 650,00

12.5. C-nentuf (cyToyHas Moya) 2 iH 600,00

12.11. A09.28.035 |CBo6GojHBIN KOPTHU30. (CyTOYHAsA Moya) 8 AH 1100,00

1.1.6.3. TopMoOHa/IbHBIE UCC/IEAOBAHUA CJIOHbI

2.78. A09.07.008 [17-OH-IIporecrepoH (caroHa) (Meto  B3XKX) 7 nH 1940,00
17-OH-IIporectrepoH, AHApPOCTEHAXOH, [lernpo3nuaH/ipoCTepPOH,
Koptusou, Koptusos, [IporecrepoH, TecTocTepoH, 3cTpasuou,

2.80. A09.07.011 |(cB06. dpakuuu B ciatoHe) (MeTos BIWKX) 7 oH 8400,00

2.77. AHppocteHauoH (catoHa) (Meton BIXKX) 7 au 1940,00

2.76. A09.07.010 |Jeruapoanuangpocrepos, [AI'IA (ciroHa) (MeTon BIXKX) 7 au 1880,00
JlernapoanuanapoctepoH, [IporectepoH, Ictpaguon, TectocTtepoH

2.79. A09.07.010 |(cBo6ogHbIe ppakiuu B caroHe) (MeTon BIXKX) 7 nH 6840,00

2.65. A09.07.007 |KopTtwusou (catoHa) 2 H 700,00

2.70. [IporectepoH cBo60AHBIH (catoHa) (MeTon BIXKX) 7 iH 2060,00

2.73. A09.07.007 |CBoGojHBIN KOpTHU30. (ABa B3ATHU) (catoHa) (MeTon BIWKX) 7 aH 2720,00

2.72. A09.07.007 |CBoGomHBIN KOopTH30J (0AHO B3siTHE) (CcatoHA) (MeTon BIXKX) 7 nH 1760,00

2.74. A09.07.007 |CBoGOIHBIN KOpTH30.J (TpH B3sATUA) (CatoHa) (MeTon BIXKX) 7 nu 3200,00
CB0GOHBIN KOpTH30J (YeThIpe B3sATHA) (ciaroHa) (MeToz BIWKX) 7

2.75. A09.07.007 |gH 3380,00

2.71. A09.07.009 |[TectocTtepoH cBo6oAHbIH (caroHa) (MeTog BIXKX) 7 nH 2100,00

2.69. A09.07.011 [3ctpaguon cBoGoAHBIH (catoHa) (MeTox BIXKX) 7 nu 1760,00

1.1.7. ilnar1ocTyuKa ajljiepruu

41.48. A09.05.118 |[Alternaria alternata IgE (M6, InmunoCAP) 5 au 1440,00

40.311. A09.05.118  |Alternaria alternata rAlt al IgE (M229, ImmunoCAP) 5 gx 3200,00

41.19. A09.05.118  |Aspergillus flavus IgE (M228, InmunoCAP) 5 nn 1700,00

41.7. A09.05.118  |Aspergillus fumigatus IgE (M3, ImmunoCAP) 5 iu 1440,00

41.17. A09.05.118  [Aspergillus niger IgE (M207, ImmunoCAP) 5 gu 2000,00

40.324. A09.05.118  |Botrytis cinerea IgE (M7, InmunoCAP) 5 gu 1400,00

41.11. A09.05.118 |Candida albicans IgE (M5, ImmunoCAP) 5 gu 1440,00

41.5. A09.05.118 |Cladosporium herbarum IgE (M2, ImmunoCAP) 5 nn 1440,00

41.1. A09.05.118 [Helmintosporium halodes IgE (M8, ImmunoCAP) 5 nu 1440,00

41.9. A09.05.118  |Mucor racemosus IgE (M4, InmunoCAP) 5 nH 1440,00

41.3. A09.05.118  |Penicillium notatum IgE (M1, InmunoCAP) 5 nn 1440,00
Rhizopus nigricans IgE, cepas rosioBuaTtas miecenb (M11,

41.13. A09.05.118 |ImmunoCAP) 5 nn 1440,00
Tumodeesxka syrosas rPhl p1, rPhl p5b IgE (G213, ImmunoCAP) 5

40.306. A09.05.118 |zH 3200,00

41.173. A09.05.118 |A6pukoc IgE (F237, ImmunoCAP) 5 nH 1550,00

41.500. AnkyponuyM IgE (C53, Dr. Fooke) 9 nin 1300,00
Anneprus (107 nuiieBbIX U pecIUpaTOPHBIX alyiepreHoB), IgE

41.604. B03.002.004 |(Allergy-Q-ummMyHO6J10T) 5 1H 14800,00
Asnneprus (13 pecnupaTopHbBIX U 7 NULIEBBIX a/l/IepreHoB) (MaHe b

41.514. B03.002.004 |RIDA-ummyHoG6J0T N21) 5 nH 7380,00
Anneprus (44 nuieBbIX U peCIMPaTOPHBIX ajliepreHa), [gE

41.601. B03.002.004 |(Allergy-Q-uMMyH06.J10T) 5 IH 7180,00

40.199. B03.002.004 |Anseprus Ha NpoAyKThI € raroTeHoM (Immunocap) 5 aH 6940,00




Anneprus y fetel (7 pecnupaToOpHbIX U 13 NUINEeBBIX aJl/IEPTeHOB)

41.511. B03.002.004 |(manesnb RIDA-ummyHo6s10T N24) 5 nH 7380,00
Anneproynn ALEX2 (300 asieprokoMnoHeHTOB) (BEHO3Hasi KPOBb)
5911 B03.002.004 (8 nn 23000,00
Asnneproynn ImmunoCAP ISAC (112 aysieprokoMnoHEHTOB)
41.515 B03.002.004 |(BeHO3Hasi KPOBb) 6 IH 28900,00
40.316. A09.05.118 |Anb6ymuH ceiBopoTKkH Kouiku nFel d2 IgE (E220, ImmunoCAP) 5 gu 3200,00
40.321. A09.05.118 |Anb6ymuH ceiBopoTkH cobaku nCan f3 IgE (E221, ImmunoCAP) 5 gu| 3200,00
40.345. A09.05.118 |Anbda-naktanbb6ymuH IgE (F76, ImmunoCAP)5 au 3200,00
40.310. A09.05.118 |Am6po3ust nAmb al IgE (W230, ImmunoCAP) 5 gx 3200,00
41.473. A09.05.118 |Am6po3us Beicokas IgE (W1, ImmunoCAP) 5 gu 1300,00
41.183. A09.05.118 |AnesbcuH IgE (F33, ImmunoCAP) 5 nH 1440,00
41.283. A09.05.118 |Apaxuc IgE (F13, ImmunoCAP) 5 au 1440,00
40.349. A09.05.118 |Apaxwuc rAra hl IgE (F422, ImmunoCAP) 5 nu 3200,00
40.357. A09.05.118 |Apaxwc rAra h2 IgE (F423, ImmunoCAP) 5 gu 3200,00
40.358. A09.05.118 |Apaxwuc rAra h3 IgE (F424, InmunoCAP) 5 g1 3200,00
40.359. A09.05.118 |Apaxwc rAra h8 PR-10 IgE (F352, ImmunoCAP) 5 nx 3200,00
40.360. A09.05.118 |Apaxwuic rAra h9 LTP IgE (F427, ImnmunoCAP) 5 gu 3200,00
41.181. A09.05.118 |Ap6y3 IgE (F329, InmunoCAP) 5 nn 1700,00
41.501. ApTukauH u YabTpakauH IgE (C68, Dr. Fooke) 9 ju 1400,00
ActMa u puHUT (20 pecnupaTopHbIX a/iepreHoB) (naHesnb RIDA-
41.513. B03.002.004 [uMmyHO6s10T Ne2) 5 fiH 7380,00
AcTMa U pUHUT (64 pecriupaTOpHbIX a/iepreHa), IgE (Allergy-Q-
41.602. B03.002.004 |uMmMyHO6Js0T) 5 IH 9560,00
40.343. B03.002.004 [Actma v puHMT y B3pocibix (ImmunoCAP) 5 1H 10640,00
40.197. B03.002.004 |Actma u puHHUT y AeTelt (ImmunoCAP) 5 in 11020,00
41.185. A09.05.118 |banan IgE (F92, ImmunoCAP) 5 nn 1600,00
41.87. A09.05.118  |Besok sinunblil IgE (F1, InmunoCAP) 5 fix 1440,00
41.504. A09.05.118 |bensokauH IgE (C86, Dr. Fooke) 9 nH 1300,00
41.443. A09.05.118 |bepesa IgE (T3, InmunoCAP) 5 nn 1300,00
40.304. A09.05.118 |bepézarBetv 1 PR-10 IgE (T215, ImmunoCAP) 5 nn 3200,00
40.305. A09.05.118 |BepésarBetv2, rBetv4 IgE (T221, ImmunoCAP) 5 nn 3200,00
40.346. A09.05.118 |Bera-sakTorsio6y.uH IgE (F77, ImmunoCAP) 5 nu 3200,00
41.103. A09.05.118 |Bo6bl coeBble IgE (F14, ImmunoCAP) 5 niH 1440,00
41.243. A09.05.118 |bpoxkkosu IgE (F260, ImmunoCAP) 5 iu 1900,00
41.507. BynuBakauH, AHekanH u MapkauH IgE (C89, Dr. Fooke) 9 nn 1300,00
41.189. A09.05.118 |Bunorpag IgE (F259, ImmunoCAP) 5 1u 1800,00
41.187. A09.05.118  [Bumns IgE (F242, ImmunoCAP) 5 gx 1700,00
41.463. A09.05.118  |Bsas IgE (T45, ImmunoCAP) 5 nx 1700,00
41.105. A09.05.118 |[smroteH IgE (F79, InmunoCAP) 5 nx 1700,00
41.379. A09.05.118 |T'oBsguHa IgE (F27, ImmunoCAP) 5 iH 1300,00
41.113. A09.05.118 |Topox IgE (F12, ImmunoCAP) 5 iu 1440,00
41.199. A09.05.118 |T'peiindpyr IgE (F209, ImmunoCAP) 5 gu 1550,00
41.279. A09.05.118 |'peuxunii opex IgE (F256, InmunoCAP) 5 gx 1700,00
40.332. B03.002.004 |I'pubkoBbie aymneprenbl 6 BuoB IgE (ImmunoCAP) 5 in 10880,00
41.191. A09.05.118 |'pywa IgE (F94, InmunoCAP) 5 nx 1550,00
41.391. A09.05.118  |[lomamHss neib (Greer Labs.Inc.) IgE (H1, InmunoCAP) 5 nn 1440,00
41.393. A09.05.118  |[lomamHsasa nbuib (Hollister-Stier Labs.) IgE (H2, ImmunoCAP) 5 gu 1440,00
41.295. A09.05.118  |[poxcku IgE (F45, ImmunoCAP) 5 gu 1440,00
41.449. A09.05.118 |Jy6 IgE (T7, ImmunoCAP) 5 nn 1440,00
41.193. A09.05.118  |[bins IgE (F87, ImmunoCAP) 5 nu 1550,00
41.383. A09.05.118  |Exa c6ophas IgE (G3, ImmunoCAP) 5 a1 1440,00
41.491. A09.05.118 |XKesnaTtuH koposuii IgE (C74, InmunoCAP) 5 nx 1600,00
41.85. A09.05.118 |KenToxk simuneiii IgE (F75, ImmunoCAP) 5 1x 1440,00




41.451. A09.05.118 |UBa IgE (T12, ImmunoCAP) 5 n1n 1440,00
41.498. A09.05.118  |WHcynun yenoBevyeckudt IgE (C73, ImmunoCAP) 5 nx 1600,00
40.323. A09.05.118 |KasewuH IgE (F78, InmunoCAP)5 an 1800,00
41.115. A09.05.118 |Kakao IgE (F93, ImmunoCAP) 5 nH 1550,00
41.151. A09.05.118 |Kasnbmap IgE (F258, ImmunoCAP) 5 gu 1600,00
41.153. A09.05.118 |Kam6ausa IgE (F254, ImmunoCAP) 5 nin 1900,00
41.233. A09.05.118 |Kanycra IgE (F216, ImmunoCAP) 5 nH 1800,00
40.347. A09.05.118 |Kapn ([TapBanbb6ymun) rCyp cl IgE (F355, InmunoCAP) 5 nin 3200,00
41.261. A09.05.118 |KapTtodessb IgE (F35, ImmunoCAP) 5 gu 1300,00
41.201. A09.05.118 |Kusm IgE (F84, ImmunoCAP) 5 1x 1800,00
41.439. A09.05.118 |KueH siceHenuctHbil IgE (T1, InmunoCAP) 5 iu 1440,00
Knewy nomamHe noiin Dermatophagoides farinae IgE (D2,
41.25. A09.05.118 |ImmunoCAP) 5 nn 1440,00
Knew nomamne# noin Dermatophagoides microceras IgE (D3,
41.27. A09.05.118 |ImmunoCAP) 5 nx 1440,00
Kneuy fomamnei noin Dermatophagoides pteronyssinus IgE (D1,
41.23. A09.05.118 |ImmunoCAP) 5 nn 1440,00
Knem nomamne# neiin Euroglyphus maynei IgE (D74, ImmunoCAP)
41.37. A09.05.118 |5 gH 1800,00
41.77. A09.05.118 |Kosbe mosioko IgE (F300, ImmunoCAP) 5 gx 1800,00
41.409. A09.05.118 |Komap IgE (171, ImmunoCAP) 5 nn 1550,00
40.302. A09.05.118 |KonanbbymuH siina nGal d3 IgE (F323, ImmunoCAP) 5 gH 3200,00
41.465. A09.05.118 |Kocrep IgE (G11, ImmunoCAP) 5 nH 1440,00
41.289. A09.05.118 |Kode IgE (F221, ImmunoCAP) 5 1n 1600,00
40.315. A09.05.118 |Komka rFel d1 IgE (E94, InmunoCAP) 5 i1 3200,00
41.483. A09.05.118 |Kpanusa asynomuas IgE (W20, ImmunoCAP) 5 gx 1440,00
41.207. A09.05.118 |Kpacnas cmopoauHa IgE (F322, ImmunoCAP) 5 nu 1600,00
41.139. A09.05.118 |KpeBetku IgE (F24, ImmunoCAP) 5 1x 1440,00
41.109. A09.05.118 |Kykypyaa IgE (F8, ImmunoCAP) 5 au 1440,00
41.421. A09.05.118 [/laTekc IgE (K82, ImmunoCAP) 5 in 1800,00
41.481. A09.05.118 |/lebega ueueBuneBuaHas IgE (W15, ImmunoCAP) 5 iu 1440,00
41.445. A09.05.118 |JlemuHa IgE (T4, ImmunoCAP) 5 nn 1440,00
41.502. A09.05.118 |[/Iugokaun u Acusokaus IgE (C82, Dr. Fooke) 9 nH 1300,00
40.303. A09.05.118  |/luzouum arua nGal d 4 IgE (K208, ImmunoCAP) 5 1u 3200,00
41.213. A09.05.118  |Jlumon IgE (F208, InmunoCAP) 5 nn 1700,00
41.469. A09.05.118  |/lucoxBoct siyroBo# IgE (G16, InmunoCAP) 5 nn 1440,00
41.167. A09.05.118 |[Jlococs IgE (F41, ImmunoCAP) 5 fu 1440,00
41.263. A09.05.118  |[Jlyk IgE (F48, InmunoCAP) 5 nx 1440,00
41.219. A09.05.118 |Masnna IgE (F343, ImmunoCAP) 5 nH 1800,00
41.215. A09.05.118 |ManpapwuH IgE (F302, ImmunoCAP) 5 nn 1640,00
41.221. A09.05.118 |Macsuna IgE (F342, ImmunoCAP) 5 gu 1800,00
41.506. A09.05.118 |MenwuBakauH u [lonokaus IgE (C88, Dr. Fooke) 9 an 1200,00
40.339. B03.002.004 |MecTHble aHecTeTUKHU U MuopesakcanTsl IgE (Dr. Fooke) 9 nin 5800,00
41.269. A09.05.118 |[Mungans IgE (F20, InmunoCAP) 5 au 1600,00
41.73. A09.05.118 |Mosoxko kunsueHoe IgE (F231, ImmunoCAP) 5 nH 1600,00
41.71. A09.05.118 |Mousioko kopoBbe IgE (F2, ImmunoCAP) 5 gu 1800,00
41.259. A09.05.118 |MopxkoBsbs IgE (F31, InmunoCAP) 5 nn 1440,00
41.411. A09.05.118 |Motswisb IgE (173, ImmunoCAP) 5 nu 1440,00
41.89. A09.05.118 [Myka rpeuyHeBas IgE (F11, ImmunoCAP) 5 nin 1440,00
41.97. A09.05.118 [Myka oBcsHas IgE (F7, ImmunoCAP) 5 nn 1440,00
41.95. A09.05.118 |Myka nmenuuHas IgE (F4, ImnmunoCAP) 5 nu 1440,00
41.101. A09.05.118 |Myka pxkanas IgE (F5, ImmunoCAP) 5 n1x 1440,00
41.99. A09.05.118 |Myka siumenHas IgE (F6, InmunoCAP) 5 nu 1440,00
41.371. A09.05.118  |Msco ungeiiku IgE (F284, ImmunoCAP) 5 gu 1800,00
41.375. A09.05.118  |Msco kposauka IgE (F213, ImmunoCAP) 5 u 2000,00




41.381. A09.05.118  |Msco kypuupl IgE (F83, ImmunoCAP) 5 nH 1440,00
41.389. A09.05.118  |Msatauk ayrosoii IgE (G8, ImmunoCAP) 5 ix 1440,00
50.44.2217.]A09.05.118 [HampoxkceH (c110) 9 nH 1300,00
40.301. A09.05.118 |OBasnbbymuH siiina nGal d2 IgE (F232, InmunoCAP) 5 nn 3200,00
40.300. A09.05.118 |OBomykowup sifina nGal d1 IgE (F233, ImmunoCAP) 5 nn 3200,00
41.385. A09.05.118 |OBcanuua ayroas IgE (G4, InmunoCAP) 5 au 1200,00
41.241. A09.05.118  |Orypen IgE (F244, ImmunoCAP) 5 nx 2000,00
41.485. A09.05.118 |OpyBanumk IgE (W8, ImmunoCAP) 5 1x 1440,00
41.441. A09.05.118 |Osbxa cepag, IgE (T2, InmunoCAP) 5 n1n 1440,00
40.348. A09.05.118 |Omera-5 'nuagus nmeHunp! rTrial9 IgE (F416, ImmunoCAP) 5 ou 3200,00
41.277. A09.05.118 |Opex Kemwnbto IgE (F202, ImmunoCAP) 5 nn 2000,00
[laHenb «BBITOBBIE a/lyIepreHbl», pa3/e/IbHbIN pe3yabTaT
40.337. B03.002.004 |(ImmunoCAP) 5 au 5700,00
41.492. A09.05.118  |llenunusnuH G IgE (C1, ImmunoCAP) 5 au 1600,00
41.493. A09.05.118 |[TenunusauH V IgE (C2, ImmunoCAP) 5 iu 1600,00
41.237. A09.05.118  |lleper IgE (F218, InmunoCAP) 5 n1x 1800,00
41.51. A09.05.118 |llepo rycunoe IgE (E70, ImmunoCAP) 5 gu 1500,00
41.69. A09.05.118  |llepo kypunpl IgE (E85, ImmunoCAP) 5 1x 1600,00
41.78. A09.05.118 [[Iepo yTku IgE (E86, ImmunoCAP) 5 nH 1700,00
41.223. A09.05.118  |llepcuk IgE (F95, ImmunoCAP) 5 nx 1550,00
41.41. A09.05.118 |llepxoTh (3nuTesnuit) komku IgE (E1, ImmunoCAP) 5 nH 1440,00
41.45. A09.05.118 |[TepxoTb cobaku IgE (E5, ImmunoCAP) 5 au 1440,00
[umeBas auteprus (20 aanepreroB) (nanesb RIDA-UMMyHOGJI0T
41.512. B03.002.004 [Ne3)5 gH 7400,00
[Mumesas amneprus (72 anneprena), Igk (Allergy-Q-umMmmyHo6s10T) 5
41.603. B03.002.004 |mH 12000,00
41.471. A09.05.118 |llogopoxHuk naHueToBUAHbIHN IgE (W9, InmunoCAP) 5 nH 1440,00
41.475. A09.05.118 |[TopgconHeunuk IgE (W204, ImmunoCAP) 5 in 1800,00
41.479. A09.05.118 |[Toabinub IgE (W6, InmunoCAP) 5 a1 1440,00
40.308. A09.05.118  |[TosbiHb nArt vl IgE (W231, ImmunoCAP) 5 ix 3200,00
40.309. A09.05.118  |llosbiab nArtv3 LTP IgE (W233, InmunoCAP) 5 n1x 3200,00
41.55. A09.05.118 |llomeT BostHUCcTOrO nonyraivuka Igk (E77, ImmunoCAP) 5 gu 1800,00
41.508. A09.05.118  |llpunokauH u Hutanect IgE (C100, Dr. Fooke) 9 nn 1300,00
41.503. A09.05.118 |[IpoxauH u HoBokauH IgE (C83, Dr. Fooke) 9 nn 1300,00
41.91. A09.05.118  |Puc IgE (F9, InmunoCAP) 5 a1x 1300,00
41.477. A09.05.118 |Pomamuka IgE (W206, ImmunoCAP) 5 nn 1900,00
41.127. A09.05.118 |Capauna sanbHeBocTo4Has IgE (F61, ImmunoCAP) 5 nx 1440,00
41.239. A09.05.118 |CaxapHas cBekua IgE (F227, ImmunoCAP) 5 ix 1800,00
41.253. A09.05.118 |CBekJa IgE (F319, ImmunoCAP) 5 n1n 1800,00
41.377. A09.05.118 |CBunwuHa IgE (F26, ImmunoCAP) 5 gn 1200,00
41.143. A09.05.118 |Cenbgpb IgE (F205, ImmunoCAP) 5 gu 2200,00
41.355. A09.05.118 |Cems sibHa IgE (F333, ImmunoCAP) 5 fix 1700,00
41.423. A09.05.118 |Cems nopaconHeyHuka IgE (K84, ImmunoCAP) 5 nx 1800,00
41.145. A09.05.118 |Cxym6pus IgE (F206, InmunoCAP) 5 nH 1800,00
41.203. A09.05.118 |Cawua IgE (F255, ImmunoCAP) 5 gx 2000,00
CMech a/IJIepreHoB B epbsx NTHL, (Iycs, KYpULbI, YTKH, UHAEUKH),
40.7. B03.002.004 |IgE, o6muii pesyabrart (EX71, ImmunoCAP) 5 an 1700,00
CMech a/I/IepreHoB MUILHY (IUYHBIN 6e/10K, MOJIOKO, TPEeCKa,
NIIeHUIa, apaxuc, cos) IgE, o6muii pesyaprat (FX5, ImmunoCAP) 5
40.2. B03.002.004 |zH 1700,00
CMechb GBITOBBIX aylyiepreHoB (JoMaHssA nbib Hollister-Stier Labs,
kiemu D. pteronyssinus u D. farinae, TapakaH-npycak), IgE, o6mui
40.3. B03.002.004 |pesysbTaT (HX2, ImmunoCAP) 3 nx 1700,00




CMech 3/1aKOBBIX aJlJlepreHoB (MIIeHUL, POXKb, AUMeHb, puc), IgE,

40.39. B03.002.004 |o6uiuii pesysbTaT (FX20, ImmunoCAP) 5 nx 1700,00
CMech MOPENpOAYKTOB-aJ/IJIEPTEHOB (TPECKA, KPEeBETKA, CUHSS
MUAMs, TyHeL, Jococh), IgE, o6muii pesyaptat (FX2, ImmunoCAP) 5
40.15. B03.002.004 |mn 1700,00
CMmech MSICHBIX IPOJAYKTOB: CBUHMHA, FOBsAAMHA, KypuLa IgE o6uiuii
40.57. B03.002.004 [pesysbtaT (FX73, ImmunoCAP) 5 nn 1700,00
CMmech nuIeBbIX TPOAYKTOB N26: MOMHU/IOD, LIITMHAT, KalycTa,
40.31. B03.002.004 |«kpacHbiit nepern IgE 061t pesysabTtat (FX14, ImmunoCAP) 5 fiH 1700,00
CMmecob dpykToBas Ne2: a16/10k0, 6aHaH, rpyuia, nepcuk IgE o6uiuii
40.35. B03.002.004 |pesysbTaT (FX17, InmunoCAP) 5 nx 1960,00
CMech QPYKTOBBIX aJlJIepPreHOB (anesbCuH, 16J10K0, 6aHaH, IEPCUK),
40.33. B03.002.004 |IgE, o61uii pesyaptat (FX15, ImmunoCAP) 5 i1 1700,00
40.318. A09.05.118 |Co6aka rCan f1 IgE (E101, ImmunoCAP) 5 gH 3200,00
40.319. A09.05.118 |Co6aka rCan f2 IgE (E102, ImmunoCAP) 5 iu 3200,00
41.119. A09.05.118 |Cousog IgE (F90, ImmunoCAP) 5 iu 1800,00
41.459. A09.05.118 |CocHa BeiimyToBa IgE (T16, ImmunoCAP) 5 gu 1800,00
40.361. A09.05.118 |Cos rGly m4 PR-10 IgE (F353, ImmunoCAP) 5 1x 3300,00
40.66. A09.05.118 |CraduiokokkoBblit aHTepOoTOKCUH A IgE (M80, ImmunoCAP) 5 nu 1900,00
40.67. A09.05.118 |CraduiokokkoBbii 3HTEpOTOKCUH B IgE (M81, ImmunoCAP) 5 i1 1900,00
CtradunokokkoBbiil aHTepoTOKCUH TSST IgE (M226, ImmunoCAP) 5
41.900. A09.05.118 |zH 1900,00
41.75. A09.05.118 |CriBopoTka kopoBbero Mosioka IgE (F236, InmunoCAP) 5 nn 1800,00
40.363. A09.05.118 |CbiBopoTouHbIN anib6yMuH nBos d6 IgE (E204, InmunoCAP) 5 gu 3200,00
41.405. A09.05.118 [Tapakan pbixuit IgE (16, ImmunoCAP) 5 a1 1440,00
41.510. A09.05.118 |Terpakaun u Jlukaus IgE (C210, Dr. Fooke) 9 au 1300,00
41.387. A09.05.118 |TumodeeBka siyrosas IgE (G6, ImmunoCAP) 5 nn 1440,00
41.265. A09.05.118 |Tomar IgE (F25, ImmunoCAP) 5 nx 1440,00
41.453. A09.05.118 |Tomoub IgE (T14, ImmunoCAP) 5 nu 1440,00
41.155. A09.05.118 |Tpecka IgE (F3, ImmunoCAP) 5 1x 1440,00
40.65. A09.05.118 [TpunTasa (ImmunoCAP) 6 fx 4800,00
40.362. A09.05.118 |TponomuosuH kpeBeTok rPen al IgE (F351, ImmunoCAP) 5 g1 3200,00
41.165. A09.05.118 |Tynen IgE (F40, ImmunoCAP) 5 niu 1440,00
41.257. A09.05.118 |TeikBa IgE (F225, ImmunoCAP) 5 nx 1600,00
40.63. B03.002.004 |®agmaton (ImmunoCAP) BeHO3Hast KpoBb 8 H 3800,00
40.64. B03.002.004 |®agunarton getckuii (ImmunoCAP) BeHO3Hast KpoBb 5 H 3100,00
41.121. A09.05.118 |Pacosb IgE (F15, ImmunoCAP) 5 gx 1440,00
41.281. A09.05.118 |Pucrawku IgE (F203, InmunoCAP) 5 a1 2000,00
41.141. A09.05.118 |Popess IgE (F204, ImmunoCAP) 5 nn 1600,00
41.419. A09.05.118 |Popmanbgerus/popmanus IgE (K80, InmunoCAP) 5 nn 1700,00
41.285. A09.05.118 |Dyuayk IgE (F17, ImmunoCAP) 5 iu 1440,00
41.490. A09.05.118  |Xnoprekcuaus IgE (C8, ImmunoCAP) 5 1u 1700,00
41.251. A09.05.118 |lBeTHas kanycta IgE (F291, ImmunoCAP) 5 nin 1700,00
41.255. A09.05.118 [YecHok IgE (F47, ImmunoCAP) 5 gu 1440,00
41.62. A09.05.118 [3nuTenuit kposnuka IgE (E82, InmunoCAP) 5 au 1800,00
41.47. A09.05.118 |9nuTtenuit Mmopckoi cBUHKHU IgE (E6, ImmunoCAP) 5 nH 1500,00
41.65. A09.05.118  |9mumrenuit xomska IgE (E84, ImmunoCAP) 5 gu 1700,00
41.231. A09.05.118  |d6uoko IgE (F49, InmunoCAP) 5 nu 1300,00
41.399. A09.05.118 |z ocer o6bikHOBeHHOH IgE (I3, ImmunoCAP) 5 gH 1700,00
41.395. A09.05.118 |p nuensl foMawned IgE (11, ImmunoCAP) 5 in 1700,00
41.83. A09.05.118  |di#no IgE (F245, InmunoCAP) 5 nH 1700,00
41.457. A09.05.118 |Acens Boicoku# IgE (T25, InmunoCAP) 5 iH 1700,00
4059 B03.002.004 |Ansneprudyeckass MUKCT-TIaHe b (TpU6KoOBas, 6) 5-6 IH 780,00
AJeprudeckasl MUKCT-MaHe b (AoMaluHss nbLib, 2:D.farinae (D2),
5282 B03.002.004 |D.pteronyssinus (D1)) 6 nu 1200,00




5583 B03.002.004 |Ansepruvyeckasi MUKCT-TIaHeJ b (3J1aKOBBIE TPaBhl, 6) 6 AH 3000,00

4081 B03.002.004 |Anneprudeckasi MUKCT - TaHeJb (aJlyiepreHbl Tpas, 8) 6 H 4200,00

2543 B03.002.004 |Ansneprudeckasi MUKCT - TaHeJb (eguaTpuyeckas, 8) 6 a1H 4200,00

4044 B03.002.004 |Anseprudyeckas MUKCT — IaHeJIb (MUIIEeBble ajlyiepreHsl, 8) 6 TH 4200,00
AJlepruyeckass MUKCT — NaHeJb (pecliUpaTOpHbIe ajljiepreHsl, 8) 6

4082 B03.002.004 |gH 4200,00

5784 B03.002.004 |Asnsneprudyeckasi MUKCT IaHe b (AaHTUTEHBI ZiepeBbeB, 8) 6 IH 4200,00

801 B03.002.004 |Annepruveckas naHesib 1 (pa3Hble a/iepressl, 16) 4-5 nu 6000,00

802 B03.002.004 |Ansnepruyeckas naHesib 2 (peciupaTopHbIe ajliepreHsl, 16) 4-5 nH 6000,00

803 B03.002.004 |Ansnepruyeckas naHesb 3 (nuiieBble ajiepressl, 16) 4-5 nn 6000,00

804 B03.002.004 |Annepruveckasi naHeJb 4 (neguatpudeckas, 16) 4-5 fu 6000,00
UccnepoBaHue ypoBHs aHTUTen IgE Kk aHTUreHam Aspergillus

5438 A09.05.118  |fumigatus (m3) 5-6 gx 950,00
Uccnenosanue ypoBHs anTuten IgE k anturenam Candida albicans

5470 A09.05.118 |5-6 1H 950,00
UccnenoBanue ypoBHs anTuTen IgE k anTUreHam abpukoca (f237)

4039 A09.05.118 |5-6 gH 950,00
UccnepnoBaHue ypoBHs aHTUTeN IgE K aHTUreHaM aBokazo (f96) 6

4841 A09.05.118 |zH 950,00
UccnenoBanue ypoBHs anTuTen IgE k aHTureHam anesibcuHa (f33)

3097 A09.05.118 |5-6 1H 780,00

1449 A09.05.118 |HccnemoBanue ypoBHs aHTUTe N IgE kK aHTUreHaM 6aHaHa (f29) 6 fH 780,00
HUccnenoBanue ypoBHs anTUTen IgE K aHTUreHaM 6b14bero

3146 A09.05.118 |ceiBopoTouHOro anbbymuHa (e101) 5-6 gu 780,00
UccnenoBaHue ypoBHs aHTUTeN IgE K aHTUTreHaM rpelikoro opexa

4042 A09.05.118 |(f256) 6 aH 780,00

4853 A09.05.118 |HccanemoBanue ypoBHs aHTUTea IgE k aHTUrenam apinu (f87) 6 nH 950,00
UccnepoBaHue ypoBHs aHTHTe IgE K aHTUreHaMm KoMapa (i71) 6

1049 A09.05.118 |zH 950,00
UccnenoBaHue ypoBHs aHTUTe IgE k aHTUreHaM anbda-

4052 A09.05.118 |naktanbbymuHa (f76) 5-6 aH 780,00
UccnenoBaHue ypoBHs aHTHUTe IgE k anTUreHaM apaxuca (f13) 5-6

4040 A09.05.118 |zH 780,00
Uccnenosanue ypoBHs aHTUTe IgE K aHTUreHaM Gepe3nr (t3) 5-6

854 A09.05.118 |zH 780,00
UccnenoBaHue ypoBHsA aHTUTe IgE k aHTUreHaM GeTa-

4051 A09.05.118 |nakToryiobysauHa (f77) 5-6 nH 780,00
Uccnenosanue yposHs antutes IgE k anHTurenam BuHorpaza

4064 A09.05.118 |6esioro (f259) 7-8 nH 780,00
UccnepnoBaHue ypoBHs aHTHTe IgE k anTUreHam rutotena (f79) 5-6

1423 A09.05.118 |zH 780,00
UccnenoBanue ypoBHs anTuTen IgE k anTUreHam ropsagunsl (f27)

4046 A09.05.118 |5-6 1H 780,00
UccnepnoBaHue ypoBHSA aHTHUTe IgE K aHTUreHaM rpedYHEBOM MyKH

855 A09.05.118 |(f11) 6 g1 950,00
UccnepnoBaHue ypoBHS aHTHTe IgE K aHTHreHaM JjoMallHEH BTN

4036 A09.05.118 |D.farinae (d2) 5-6 gH 780,00
UccnenoBaHue ypoBHsA aHTUTe IgE k aHTUreHaM JjoMalllHeH BN

4035 A09.05.118 |D.pteronyssinus (d1) 5-6 gn 780,00
UccnenoBaHue ypoBHs aHTUTe IgE k aHTUTreHaM gpoxokel (f45) 6

1504 A09.05.118 |aH 950,00
UccnepoBaHue ypoBHs aHTHUTe IgE k aHTUTreHaM Ay6a Gesoro (t7)

4077 A09.05.118 |6 iH 950,00
HUccnenoBaHue ypoBHs aHTUTe IgE k aHTUreHaM AyLIMCTOrO

3139 A09.05.118 |kosocka (g1) 5-6 gH 780,00




UccnenoBaHue ypoBHs aHTHTe IgE k anTHUreHaM exxu c6opHOi (g3)

4061 A09.05.118 |5-6 gH 780,00
UccnenoBanue ypoBHs anTuTen IgE k aHTUreHam uBbl 6es1o# (t12)

4079 A09.05.118 |5-6 1H 780,00
UccnepoBaHue ypoBHs aHTHTe IgE K aHTHreHaM Kabavyka LyKUHHU

4056 A09.05.118 |(f151) 8 gH 950,00
UccnenoBanue ypoBHs aHTHTe IgE k anTHUreHaM ka3erHa (f78) 5-6

4038 A09.05.118 |zH 780,00
UccnepnoBaHue ypoBHs aHTUTe IgE k aHTUreHaM kakao (f93) 5-6

1421 A09.05.118 |gH 780,00
HccnenoBanue ypoBHa aHTUTeN IgE K aHTUreHaM KanyCThl

4055 A09.05.118 |[6enokayaHHoOU (f216) 7-8 oH 950,00
UccnepoBaHue ypoBHs aHTHUTe IgE k aHTUreHaMm kapTodens (f35)

1473 A09.05.118 |5-6 gH 780,00

4053 A09.05.118 |HccaenoBanue ypoBHs anTuTes IgE k anTurenam kusw (f84) 9 nu 950,00
HUccnenoBaHue ypoBHs aHTUTe IgE k aHTUreHaM KJeHa

4072 A09.05.118 [aceHenuctHoro (t1) 8 fH 950,00
Hccnenosanue ypoua anturesn IgE k aHTurenam

4088 A09.05.118  |kuy6HUKM/3eMassHUKH (f44) 7-8 nH 780,00
UccnenoBaHue ypoBHs aHTUTe IgE K aHTUreHaM KOPOBBEro

822 A09.05.118 |moJioka (f2) 5-6 nH 780,00

851 A09.05.118 |HccanenoBanue ypoBHs aHTuTe IgE k anTureHam koode (f221) 9 nn 950,00
UccnepnoBaHue ypoBHs aHTHTe IgE k anTUreHaM kpaba (f23) 5-6

4845 A09.05.118 |zH 950,00
HccnepnoBanue ypoBHa aHTUTe IgE K aHTUreHaM KpanuBbI

4084 A09.05.118 |aBymomHou (w20) 5-6 aH 950,00
Uccnenosanue ypoBHs anTuTes IgE kK aHTUreHaMm KpeBeTok (f24) 8

1840 A09.05.118 |aH 950,00
HUccnepnoBanue ypoBHs aHTUTe IgE Kk aHTUreHaM Kykypy3sl (f8) 8

4066 A09.05.118 |zH 950,00
HUccnenoBaHue ypoBHsA aHTUTe IgE kK aHTUreHaM KypHHOI0 niepa

4037 A09.05.118 |(e85) 7-8 iH 780,00
UccnenoBanue yposHa anTuTe IgE K aHTUreHaM KypuHOro Anna

4058 A09.05.118 |uesnbHoro (f252) (>kenTok u 6ey0K) 5-6 1H 780,00
UccnepnoBaHue ypoBHs aHTHUTe IgE k aHTUreHaM Kypuub! (f83) 5-6

1842 A09.05.118 |zH 780,00
Uccnenosanue ypoBHs anTuTes IgE k anTUreHam Jie6ent (wl5) 5-6

833 A09.05.118 |zH 780,00
HccnenoBanue ypoBHa aHTUTe N IgE K aHTUTreHaM JielMHBI

4076 A09.05.118 |o6bIkHOBeHHOM (opewiHuKa) (t4) 5-6 [H 780,00
UccnenoBanue ypoBHs aHTHUTe IgE k aHTUreHaM sinMoHa (f208) 9

4851 A09.05.118 |gH 950,00

4846 A09.05.118 |HccanenoBanue ypoBHs aHTuTe IgE k anTureHam siococs (f41) 8 gu 950,00
UccnepnoBaHue ypoBHS aHTHTe IgE K aHTHreHaM MoJI0Ka

3203 A09.05.118 |kunsiyeHoro (f169) 5-6 aH 780,00
UccnepnoBaHue ypoBHs aHTuTe IgE kK aHTUreHaMm MopkoBH (f31) 5-

828 A09.05.118 |6 i1 780,00
Uccnenosanue ypoBHA anTUTe IgE K aHTUreHaM MOPCKOM CBUHKH

4074 A09.05.118 [(e6) - anuTenuit 5-6 aH 780,00
UccnenoBaHue ypoBHsA aHTUTe IgE K aHTUreHaM MATJIHKA

4063 A09.05.118 |nyrosoro (g8) 5-6 nx 780,00
UccnenoBaHue ypoBHsA aHTUTe IgE kK aHTUreHaM 06paboTaHHOU

5691 A09.05.118 |oBeuneii mepctu (b20) 6 11 780,00
Uccnenosanue ypoBHst anTUTe IgE K aHTUreHaM 0Ba/IbOyMHHA

3140 A09.05.118 |(f67) 5-6 nH 780,00




UccnenoBaHue ypoBHs aHTHTe IgE k anTHreHaM oBoMyKou/ia (f68)

3141 A09.05.118 |5-6 gH 780,00
UccnenoBanue ypoBHs anTuTen IgE kK aHTUreHaMm oZyBaHuuKa (w8)

832 A09.05.118 |5-6 1H 780,00

853 A09.05.118 |HccanemoBanue ypoBHs aHTuTe IgE k anTUreHam osibxu (t2) 5-6 1H 780,00
UccnenoBaHue ypoBHs aHTHUTe IgE k anTUreHaM oc nosucta (i3) 5-

4069 A09.05.118 |6 aH 950,00
UccnenoBaHue ypoBHsA aHTUTe IgE kK aHTUTeHaM I1JIeCHEBOTO

4071 A09.05.118 |rpu6a Alternaria tenuis (alternata) (m6) 5-6 nH 780,00
HccnepnoBanue ypoBHd aHTUTEN IgE K aHTUreHAM MOA0POXKHUKA

5626 A09.05.118 |nanuetoBuzHoro (w9) 8 nH 780,00
UccnenoBaHue ypoBHA aHTUTe IgE K aHTUTeHaM MTOJIBIHY TOPBKOH

239 A09.05.118 |(w5) 8 iH 950,00
HUccnenoBaHue ypoBHsA aHTUTe IgE k aHTUreHaM NOJIBIHU

834 A09.05.118 |o6GbikHOBeHHOU (W6) 4-5 H 950,00
UccnepnoBaHue ypoBHS aHTHTe IgE K aHTUreHaM moMeTa

3145 A09.05.118 |BostHMcTOrO nonyras (e77) 6 iH 780,00
UccnenoBaHue ypoBHA aHTUTe IgE K aHTHUreHaM ITYyeJibl loMallHe

1048 A09.05.118 |(i1) 5-6 nH 950,00
UccnenoBaHue ypoBHs aHTUTe IgE k anTUreHam nuieHa (f55) 7-8

4031 A09.05.118 |gH 950,00
Uccnenosanue ypoBHA anTUTe IgE K aHTUreHaM MIIEHUYHON MyKHU

1427 A09.05.118 |(f4) 5-6 nn 780,00
UccnenoBaHue ypoBHsA aHTHUTe IgE k aHTUreHaM paiirpacca

3137 A09.05.118 |mact6umnoro (rmeBesa) (g5) 5-6 aH 780,00
Uccnenosanue ypoBHs anTuTen IgE kK anTUreHaM pkaHoi mykH (f5)

826 A09.05.118 |5-6 gH 780,00
UccnepoBaHne ypoBHA aHTUTe IgE K aHTUTeHaM paKU TOCEBHOU

4065 A09.05.118 |(f5) 8 xH 950,00

1428 A09.05.118 |WccaenoBanue ypoBHs anTuTes IgE k anTurenam puca (f9) 5-6 nu 780,00
UccnenoBaHue ypoBHsA aHTUTe IgE kK aHTUreHaM poMallKy

3138 A09.05.118 |amTeyHo# (W25) 5-6 aH 780,00
UccnenoBaHue ypoBHs aHTHUTe IgE k anTUreHam cBekbl (f319) 7-8

4032 A09.05.118 |aH 950,00
UccnepnoBaHue ypoBHs aHTHUTe IgE kK aHTUreHaM cBUHUHBI (f26) 6-

4045 A09.05.118 |7 gu 780,00
Uccnenosanue ypoBHs anTUTen IgE kK aHTUreHaM coeBbIX 6060B

4041 A09.05.118 |(f14) 5-6 nH 780,00
Uccnenosanue ypoBHs anTUTen IgE kK aHTUreHaM TUMOdeeBKHU

4062 A09.05.118 |nyroBoii (g6) 5-6 nH 780,00
UccnepoBaHue ypoBHs aHTHTe IgE k anTUreHaMm ToMara (f25) 5-6

829 A09.05.118 |gH 950,00

831 A09.05.118 |HccinenoBanue ypoBHs aHTuTe IgE k anTureHam ronons (t14) 9 ogu 780,00

824 A09.05.118 |WccaenoBanue ypoBHs anTUTes IgE k aHTUreHam tpecku (f3) 5-6 aH 950,00

4847 A09.05.118 |UccinemoBanue ypoBHs anTuTe IgE k anTUreHam tyuna (f40) 6 gu 950,00
UccnenoBanue ypoBHs anTUTe IgE kK aHTUreHaM ThIKBHI (f225) 5-6

4030 A09.05.118 |#H 780,00
UccnenoBanue ypoBHA anTUTe IgE K aHTUreHaM epcTH KpoJIMKa

4033 A09.05.118 |(eB2) 5-6 aH 780,00
WUccnenoBaHue ypoBHsA aHTHTe IgE K aHTHUIeHAM LIepPCTH COGAKU

3144 A09.05.118 |(e2) 5-6 nH 780,00
HccnepnoBanue ypoBHsa aHTUTe N IgE K aHTUreHaM LIepCTH XOMSsIKa

4034 A09.05.118 |(e84) 5-6 1H 780,00




UccnepoBaHue ypoBHs aHTHTe IgE k anTUreHaM mokosaza (f52)

3054 A09.05.118 |5-6 gH 780,00
HUccnenoBaHue ypoBHs aHTUTe IgE K aHTHUreHaM aNUTeIMs KOIIKH

840 A09.05.118 |(el) 5-6 iH 950,00
HccnenoBanue ypoBHa aHTUTEN IgE K aHTUreHaM anUTeNUs

4047 A09.05.118 |nowaznu (e3) 5-6 aH 780,00
UccnepnoBaHue ypoBHs aHTHUTe IgE K aHTUreHaM anuTe IUs CO6aKU

839 A09.05.118 |(e5) 5-6 aH 780,00
UccnepnoBaHue ypoBHs aHTHUTe IgE k aHTUTreHaMm s16J10Ka (f49) 5-6

830 A09.05.118 |gH 780,00
Uccnenosanue ypoBHs anTUTeN IgE K aHTUreHaM sUYHOrO Gesika

823 A09.05.118 |(f1) 5-6 oH 780,00
UccnepnoBaHne ypoBHsA aHTUTe IgE K aHTUTeHaM AMYHOTO XeJITKa

825 A09.05.118  |(f75) 5-6 gH 780,00
UccnenoBaHue ypoBHs aHTUTe IgE k aHTUreHaM siceHs

4080 A09.05.118 |o6bikHOBeHHOTrO (t15) 9 H 950,00

A09.05.118.2 |HccnenoBanue ypoBHs aHTUTes IgE K aneTuscanunuioBast KUCJI0Ta

6733 21 (acnupuH) (c51) 11 gH 2400,00
UccnenoBanue ypoBHs anTuTesn IgE k npokanHy/HoBokauHy (c83) 6

6055 A09.05.118 |zH 1350,00

1.1.8. UMMyHoOJIOTHYEeCKHe HCC/Ie0BaHUA
IgG-uMMyHHBbIe KOMILIEKChI (MeTo, cBsi3biBaHUs ¢ C1q (C1q-IgG) 9

26.118. IH 1940,00
TORCH-unekunu (BIII" 1,2, kpacHyxa, [IMB, Tokcomnnazmos - IgG,

28.389 IgM) 3 nH 4300,00
AxTrBUpoBaHHble TUMonuThl (T-mumonuTel, T-xennepsl, T-
LIUTOTOKCUYECKHE KJIeTKHU, UMMYHOPEryJsTOPHbINA UHJeKC, T-

17.54. A12.06.001 akThuBupoBaHHble, NK- 1 B-akTHBUpOBaHHbIE K1eTKHU 4 IH 5340,00
AKTHBHOCTb aHTMOTEeH3UH-TIpeBpaamuero ¢epmenta AllP

26.166. A09.05.122 |(AmarHocTuKa capkouzosa) 5 jH 2900,00

17.22. A12.06.078 |AMmukcuH 15 aH 1060,00

5.4. A12.05.007 |AuTurensl cucreMbl KELL (peHoTHNIMpPOBaHUE) 4 IH 900,00

26.160. A12.06.063 |AHTuKepaTUHOBbIe aHTUTeNa (AKA) 9 fH 2100,00
AHTHHYKJIeapHble aHTUTesa (ANA, aHTHsAlepHble aHTUTENA), IgG

26.9. A12.06.010 |(n/xou.) 3 gH 1680,00

A12.06.057.0 |AHTUHYK/JIeapHbIX paKTOp Ha KieTouHOU JinHUU HEp-2 ¢

50.13.2181 (02 ompejieJieHUeM 6 TUIIOB CBedyeHUs 15 TH 1800,00

26.81. AHTUnepuHyKJIeapHblil pakTop (AIID) 9 nH 1280,00

50.21.2181 |A12.06.065 [AnTuTena k anHekcuHy V IgG 9 fH 1600,00

50.20.2181 [A12.06.065 |AHTHTesNa K aHHeKcuHy V IgM 9 nH 1600,00

26.168. AHTHTeJA K alleTUIX0JIMHOBOMY penenTopy (AxP) 9 nH 6500,00
AHTHTeJa K MUKpocoMaM nedeHu-nouyku (LKM-1) meTogom HPUD

26.163. A12.06.036 |Ha TpoiiHOM cy6cTpaTe 9 H 1850,00
AHTHTe/Ia K MUOKapAY C onpejiesieHMeM Tuna cBeueHus: (AMCA) 9

26.161. A12.06.023 |zH 1700,00
AHTHUTe/Ia K OCTPOBKOBBIM KJIeTKaM JlaHrepraHca no/pkeny,04HoN

26.183. A12.06.020 |xene3nl (ICA) meTrogom HPUD (n/kos1.) 9 1H 2650,00
AHTHuTeNa K perentopy dpochosmnaszb A2 (MeMOpaHO3HBIN

26.170. A12.06.009 |rsomepysiosiodput) 9 fH 3400,00

26.169. A12.06.025 |AHTUTeNA K CKeJieTHBIM MbInnaM (ACM) 9 nH 1700,00

26.82. B03.012.001 |AnTHTesNa K TUpO3UH Ppocdaraze ([A-2) 9 aH 2100,00

26.171. A12.06.038 |AuTuTesna k XI'' IgG, IgM (n/xo0.1.) 9 fiH 1600,00
AHTHTeJa K IUTOIJIa3MaTUYeCKOMY aHTHUTeHy nedyeHH (Anti-LC-1)

50.4.1385. |A12.06.024 |9 nH 2140,00
AnTuTesia CCP (ALLII, AHTHTeNa K UUKIUYECKOMY LUTPYJIJIUH

26.35. A12.06.052 |copepxkawemy nentuny) (kou.) 3 aH 1790,00

26.21. A12.06.040 [AuTuneHTpoMepHble AT, anti-CENT-B (ko IgG) 3 nH 1700,00




AT-MAT (a"HTHTENa K MUKPOCOMA/IbHOU QpaKIIUKU THPOIUTOB)

26.40. A12.06.018 |(xos1.) 6 gH 790,00
26.1. A12.06.017 |AT-TT (AHTHTeNA K THPEOrI00yIMHY) (KoL) 2 oH 600,00
26.2. A12.06.045 |AT-TIIO (AHTHTeNa K TUpeonepokcuaase) (kou.) 2 aAH 600,00
26.30. A12.06.020 |AT - GAD (AutuTena IgG k rayramaraekap6okcunase) (KoJs.) 9 iH 2100,00
26.210. AT k kasueBbIM KanasaM (LGI1 u CASPR2) (n/kon.) 15 gH 7680,00
50.23.2181 AT k C1q dakTopy KOoMIIeMeHTa 9 AH 1800,00
26.208. AT k MUSK penentopy 9 gH 6500,00
26.188. A12.06.064 |AT k NMDA ratrotamaTHOMY penentopy 9 gH 5680,00
AT K aHTUreHaM MUeJIMHA METO/0M HeNpsIMOi
26.209. A12.06.021 |ummyHOII0OOpecueHuu (/KoJ1.) 9 H 2380,00
26.18. AT k antureny Scl-70 (ko IgG) 3 aH 1700,00
AT K aHTUTeHy LleHTPOaLMHAPHbIX KJIETOK I0/pKe1yA04HOH
26.203. rkesie3bl GP2, 1gG u 1gA (mpu 6os1e3Hu Kpona) (kos1.) 15 gH 2500,00
26.184. A12.06.059 |AT k acuasorsimkonpoTenHoBoMy penentopy (aHTH-ASGPR) 9 nH 2000,00
AT k 6a3a/1bHOYM MeMOpaHe TJI0OMepyJIsIpHOro annapara, aiTu GBM
26.24. A12.06.009 |(xou.IgG) 3 nH 2200,00
26.177. AT k 6a3asibHOM MeMbpaHe Koxu MeToZ,oM HPU® (BMZ) 9 nH 3000,00
26.180. AT k 6enky BP 180 9 nH 2900,00
26.181. AT k 6enky BP 230 9 nu 2900,00
26.7. A12.06.051 |AT k 6eTa-2-rsiukonpoTerny (ckpuH. IgG, IgM, IgA) 3 nn 1600,00
26.29. A12.06.020 |AT k GeTa-KJIeTKaM HO/KeJyA0YHOH xKese3bl (Kos1.) 9 iH 2020,00
26.202. AT k 60KaJIOBUJHBIM KJIeTKaM KulleyHuka, GAB (n1/kou) 9 iH 1600,00
26.23. A12.06.026 |AT k BHyTpeHHeMy dakTopy (koJ1.), dakTop Kactsia 8 ou 2020,00
20.167. A12.06.025 |AT k rimagko#t myckynatype (ASMA) (n/kon.) 9 aH 2000,00
A12.06.010.0 |AT x gBycnupanbHo# JIHK Ha Crithidia lucilia, moarBepxaeHue
26.200. 01 HPUO (n1/ko0.s1.) 9 iH 1300,00
26.196. A12.06.055 |AT k ge3aMuAMpPOBaHHBIM NeNTHAM IiMaAuHa IgA 9 nH 1600,00
26.197. A12.06.055 |AT k ge3aMuUIMPOBaHHBIM NeNTHAAM ruaauHa IgG 9 nn 1600,00
26.178. AT k gecmorsienny 1 9 aH 2900,00
26.179. AT k gecMmorseunny 3 9 aH 2900,00
26.173. AT Kk JjecMmocoMaM K0>XHU MeTo oM HPU® 9 nu 2900,00
26.6. A12.06.029 |AT k kapguoaununy (ckpuH. IgG, IgM, IgA) 3 nu 2900,00
50.1.2202. [A12.06.029 |AT k kapauoaununy IgA (kox) 9 1H 1600,00
50.22.2181 AT k ksetkam cocyaucroro saggorenus (HUVEC) 9 nu 2000,00
A12.06.012.0
26.205. 02 AT k iumbouuTam (1n/xou.) 9 gH 2050,00
26.22. A12.06.035 |AT k mutoxoHapusM (ko IgG), AMA-M2 3 aH 1750,00
A12.06.010.0
26.10. 02 AT k ogHocnupasnbHo# JJHK (ko IgG) 3 nH 1660,00
AT K OCHOBHBIM aHTHUT'€HaM OCTPOBKOBBIX Kj1eToK (GAD
26.176. A12.06.020 |rayTaMaTgekap6okcunasa/IA-2 TuposuHdocdarasa) 9 fH 2060,00
26.25. A12.06.026 |AT x napueTaJbHBIM KJjaeTKaM (ko IgG) 8 nH 2000,00
5.2. A12.05.008 |[AT k pe3syc-dakTopy (TUTp) 2 AH 1280,00
26.3. A12.06.046 |AT k penentopam TTT (ko) 2 gH 1900,00
A26.06.006.0
50.4.2215. |01 AT k caxapomuleTaM - Saccharomyces cerevisiae (ASCA) IgA 9 nH 1500,00
A26.06.006.0
26.182. 02 AT k caxapommuieraM - Saccharomyces cerevisiae (ASCA) IgG 9 au 1500,00
26.195. AT k cTepou/i-npoAyuupywmiuM kietkaM suuka (ACKII-Testis) 9 gu| 1540,00
AT K cTepouzi-npoAyLUpyOIIUM K1eTKkaM sudHuka (ACKII-Ovary) 9
50.27.2181 [A12.06.071 |mH 1700,00
AT K cTepounpoAyMPYIOLIMM KieTKaM HagnodeyHuka (ACIIK)
26.198. A12.06.033 |(n/ko..) 9 niH 1680,00




50.25.2181.|A12.06.056 |AT k TkaHeBOU TpaHcrayTaMuHase, IgA (kos1.) 9 1H 1500,00
50.26.2181.|A12.06.056  |AT k TkaHeBO# TpaHcrayTamMuHase, IgG (n/kou.) 9 aH 1500,00
AT k docdaTupnncepur-nporpombuHoBoMy Komiiekcy (PS-PT),
50.4.1289. IgA, IgM, IgG (cymM.) 9 nH 1480,00
26.19. AT k uutomiasmarudeckomy Al Jo-1 (kou. IgG) 3 aH 1700,00
26.14. AT k untonyiasmarudeckomy Al' SS-A (RO) (xou. IgG) 8 u 1700,00
26.15. AT k nutonsiasamarudeckomy AI' SS-B (La) (ko IgG) 3 gH 1700,00
26.201. AT K 9K30KPHUHHOU YaCTH NO/HKeTyJOUHOMU 2Kese3sl (1/KoJ1.) 9 IH 1650,00
26.12. A12.06.061 |AT k skctparupoBaHHbIM sfiepHbIM Al (ENA) (n/kou1.) 3 1H 1700,00
26.16. A12.06.057 |AT k sakctparupyemomy sizepHomy Al' Sm (kou1. IgG) 3 gH 1700,00
26.17. A12.06.061 |AT k skctparupyembiM sinepHbIM Al RNP\Sm (ko IgG) 3 nu 1700,00
26.165. A12.06.066 |AT x sngomusumo IgA u IgG (EMA) (n/xon.) 15 gH 2150,00
26.207. AT peBmaTougHoro gakropa, IgA 9 nH 1750,00
17.27. A12.06.079 |l'anaBuT 15 gH 1060,00
17.13. A12.06.077 |l'ammadepoH (MHrapon) 15 aH 1060,00
['TMK03UIMpPOBaHHBIA GEPPUTHH (AUArHOCTHKA CUHAPOMA
26.204. MakpodaraibHON akTUBALMU) 9 TH 2480,00
5.1. A12.05.006 |['pynmna kpoBwH, pe3yc-pakTop 2 AH 650,00
['yMopasibHbI UMMYHUTET (MMMYHOTJI00y1uHbI IgA, IgM, IgG, IgE,
LUPKYJIUPYIOLIMe UMMYyHOKOMIIJIEKCh], KOMIIOHEHThI KOMILJIEMEHTA
17.51. A09.05.054 |C3,C4)9 gH 2650,00
17.29. A12.06.079 WUmmynan 15 g 1060,00
27.960. WUMMyHHBIN cTaTyc (CKpUHUHT) 4 H 6180,00
17.61. WUMMyHHBIN CTaTyC paclinpeHHbINA 15 qH 22860,00
WUMMyHO06/10T aHTHHYKJIeapHbIX aHTUTe ] (Sm, RNP/Sm, SS-A, SS-B,
Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, dsDNA/rucrToH/, HyKJIeoCOMBI,
50.2.2215. [A12.06.010 |[Ribo P, AMA-M2) 9 nn 4400,00
50.13.2007. WUmmyHor06yauH IgA 2 nH 400,00
A09.05.054.0
17.2. 01 WUmMmyHorso6ynnH IgE o61muii 2 11 650,00
50.13.1385. WmmyHorno6yaun IgG 2 in 400,00
50.12.1385. WMmyHorsno6yauH IgM 2 nH 400,00
28.895. A09.05.054 |MmmyHnorso6yauns!I (IgE, IgA, 1gG, IgM) 2 nH 1200,00
17.1. WUmMmyHorsio6ynunsl IgA, IgM, IgG 2 nH 800,00
A12.30.012.0 |UMMyHOperyJsiTOPHbIM UHAEKC [IJIs1 OLLlEHKU UMMYHHOTI'0 CTaTyca U
17.47. 06 3ddeKTUBHOCTU Tepanuu 4 [H 3700,00
17.36. A12.06.079 |MmyHopukc 15 f1H 1220,00
17.30. A12.06.079 |Wmynodan 15 gH 1060,00
Wurubutop C1INH (guarHocTrka KpanuBHUII U
26.120. aHTMOHEBPOTUYECKOTO O0TeKa) 9 IH 2320,00
26.117. Unpekc anbbymuHa (npoHuuaeMocts ') (1MkBOp ¥ KpoBb) 9 AH 2020,00
17.37. A12.05.108 |HHTepselikuH 1 6eta 8 JH 2390,00
17.40. A12.05.109 |UaTepsetikuH 10 8 nH 2080,00
A12.05.108.0
17.38. 01 WuTepnelkuH 6 2 1H 2390,00
17.39. A12.05.108 |HuTepselikuH 8 8 n1H 2080,00
17.14. A12.06.077 |WuTpoH 15 gH 1060,00
A12.30.012.0 |HccnemoBanue cyononyasauuu B-nmumoonuros (CD19+CD5+,
17.43. 06 CD19+CD5-, CD19+CD5-CD27+) 4 an 3380,00
17.25. A12.06.078 |Karouen 15 au 1060,00




A12.30.012.0 |KieTouHble penentopbl tuMdpougHou Tkauu of3-T u yS-T:(CD3+af-
17.44. 06 TcR+y8-TcR, CD3+y58-TcR+afB-TcR-) 4 au 4500,00
Knetounsiit uMmynutet (T-nmumoonuTsl, T-xennepsi, T-
A12.30.012.0 |gUTOTOKCHYeCKHE KJIeTKH, UMMyHOperyasaTOpHbIA HHAEKC, B-
17.50. 05 nuMdonutel, NK-T-knetku, NK-kneTky, JlelikouutapHas 4 aH 4680,00
A09.05.075.0
50.10.1385.[01 KoMmmnoHeHT koMmieMeHTa: C3 2 AH 500,00
A09.05.075.0
50.11.1385.|02 KommnoHeHT koMmmiemenTa: C4 2 aH 500,00
17.5. A09.05.075 |KomnoneHThl KoMmieMeHTa C3, C4 2 jH 950,00
26.115. A09.04.003 |KpucTasibl CHHOBUAJIbHOM KUAKOCTH 3 IH 2000,00
17.57. JlelikouuTapHo-T-1uM$onuTapHbIi UHJEKC 4 H 300,00
17.58. JleiKoUTapHbIA HHAEKC UHTOKCcHKanuu Kanbd-Kanuda 2 nn 300,00
17.32. A12.06.079 |Jluxonup 15 fH 1060,00
17.23. A12.06.078 |HeoBup 15 nH 1060,00
26.119. 061mas reMoJIMTUYECKasA ClI0OCOGHOCTh cbiBOpoTKU (CH-50) 9 nH 1460,00
26.116. A12.23.001 |Osurok/JaoHaJbHBIN UMMYHOTI06YauH IgG (JTMKBOP 1 KPOBB) 9 1H 5000,00
OsiuroMepHbIt MaTpUKCHBIN 6es10k Xpsiiia (COMP) (auarHoctuka
26.114. ocTeoapTposa) 9 aH 3080,00
26.167. OnpegeseHue akBanopuHa - 4 (NMO) knacca IgG 9 aH 3680,00
Onpezenenvie untepdeponos ("anbda”, "'raMma”, CLIBOPOTOUHBIH,
17.9. A12.06.048 |cmoHTaHHBIN) 15 nH 3600,00
50.24.2181 Onpegesnienue cofepxanusa nogkiacca lgG4 9 nn 2540,00
Ouenka cocrosHuda T-KjieToyHOro 3BeHa UMMyHHUTeTa: (T-
A12.30.012.0 |numoonute! (CD3+CD19-), T-xennepsr! (CD3+CD4+CD45+), T-
17.42. 06 nuTtoTtokc. (CD3+CD8+CD45+), T-reg. (CD4+CD 4 nx 7800,00
[lapasuTsl: ackapujpl IgG, 1aM61u (cyMM.), TOKcoKaphl I1gG,
28.814. 3XUHOKOKKH IgG (KpoBb) 6 H 1400,00
17.33. A12.06.079 [[TosvokcugoHUM 15 gH 1060,00
A12.30.012.0
17.56. 06 Pannss aktuBauus T-kiaeTok u T-peryasiTopHble TUMPOIUTHI 4 JH 3620,00
17.16. A12.06.077 |Peanbaupon 15 gH 1060,00
17.15. A12.06.077 |PeadepoH (Budepon) 15 nn 1060,00
A09.28.030.0 |CBOoGOAHBIE JIETKME Kalllla U JIAM6/a Liell UMMYHOTJIO0YJIMHOB
26.73. 02 (pa3oBast Moya) 15 gH 1800,00
A09.28.030.0 |CBOoGOAHBIE JIETKME Kalllla U JIAM6/a Liell UMMYHOTJIO0YJIMHOB
26.73.1. 02 (cyTounast Mmoua) 15 gH 1800,00
A09.05.106.0 |CBobGOAHbBIE JIeTKUe Kanna/AaM6/a Lielld UMMYHOTJ/I00yJIMHOB B
26.59. 03 ChIBOPOTKE KpOBH 15 1H 3300,00
CxkpunuHr M-I'paguenTa (6enka benc-/[>koHca) (pasoBas moya) 15
11.14. A09.28.028 |gH 2650,00
CxpunuHr M-TI'papuenTa (6eska benc-/lxxoHca) (cyToyHas mova) 15
11.14.1. A09.28.028 |zH 2650,00
CKpHHUHT NapanpoTeHNHEMUH B CBIBOPOTKE KPOBH C IOMOLIBIO
50.19.2181 |A09.05.106  |[uMMyHObUKcauuu 9 TH 3150,00
A12.30.012.0
17.60. 06 T-xennepsl (CD3+CD4+) 4 nH 2720,00
17.35. A12.06.079 |TumoreH 15 nH 1060,00
TunupoBanue M-rpaguenTa (6enka benc-/l>xoHca) (pa3oBasi Moua)
26.80. A09.28.028 |15 gH 5680,00
TunupoBanue M-rpasuenTa (6eska benc-/oHca) (cyToyHas Moya)
26.80.1. A09.28.028 |15 gH 5680,00
TunrpoBaHUe napanpoTenHa B CbIBOPOTKE KPOBH C IOMOLIbIO
50.28.2181 |A09.05.106  |uMMyHOobUKcauuu 9 IH 4860,00
17.41. A12.06.073 |®HO/TNFa (PakTop HEkpo3a onyxoJsn) 8 H 2400,00
17.24. A12.06.078 |JuksnodepoH 15 fjH 1060,00




[uTokuHb! (paKTOp HEKPO3a OMYX0JIU, UHTEPJIeHKHUH-10,

17.53. UHTEpPJIeUKHUH-6). 8 1H 5820,00
dnekTpodopes 6eJKOB MOYH C OpesieIeHHUEeM TUIIA IPOTEUHYPUH
26.51. (pasoBast Mmoua) 15 qH 1990,00
JnexkTpodopes GEJIKOB MOYH C ONpeieJIeHUEM THIIA TPOTEUHYPUH
26.51.1. (cyTouyHasi Mo4a) 15 fH 1990,00
WmmMyHorpamma (ksetouHblt uMMyHuTeT: CD3, CD4, CD8, CD16,
5906 B03.002.001 |CD19,CD56) 8-9 nx 4000,00
WMMyHosI0THYecKoe 06CieJoBaHNe CyNPY>KeCKOH naphbl 10
1950 A12.05.005 |cuctemam ABO u pe3syc-dpakTopa 3-4 aH 5100,00
A09.05.054.0
2505 01 UccnenoBaHue ypoBHS KPUOTJIOOYJIMHOB B KPOBU 4 1H 1900,00
HccnenoBaHue ypoBHSA UUPKYJIHUPYIOLINX HMMYHHbBIX KOMILJIEKCOB B
1952 A09.05.074  |kpoBu (UUK) 4 nu 1000,00
OnpefesieHue COAepXKaHUs aHTUTEJ K aHTUT'eHaM Py KpoBH (110
4208 A12.06.043 cucreme ABO) 4 n1H 1600,00
1.1.9. Koarysioruyeckue uccjie0BaHUA
6.11. A12.05.014 |AxkTUBHpOBaHHOE BpeMs pekanbuudukanuu miasmsl (ABP) 2 nn 400,00
6.25. A09.05.052 |AHTuU-XA-akTUBHOCTH (O1jeHKa KOHLIeHTPpaluu renapuHa) 8 ax 3340,00
6.12. A09.05.047 |AuTuTpom6uH Il 2 nH 500,00
6.13. A12.05.043 |BosiuaHOYHBIA aHTUKOATYJSHT 2 IH 1300,00
6.36. A09.05.220 |MccanenoBaHue ypoBHs aHTUTeHa pakTopa Busie6panga 11 gH 3820,00
6.21. A12.05.040 |[Tapyc-Tect 15 nH 980,00
6.15. A09.05.125 |[Ipoteun C 4 nH 2300,00
6.16. A09.05.126 |[IpoTeuH S 4 gH 2800,00
A09.05.051.0
6.44. 02 POMK (BBICOKOTOYHAS UMMYHOTYPOUAUMETPHUS) 3 IH 5290,00
A09.05.051.0
6.9. 02 POMK (pacTBopuMble GUOPUHMOHOMEPHbIE KOMILJIEKCHI) 2 IH 300,00
50.7.2228. [A09.05.187 |®akTop X9 aH 1300,00
6.14. A09.05.188  |®akTop VIII 9 nH 1400,00
6.18. A09.05.186 |PakTop X 15 nH 2600,00
6.19. A09.05.185 [PakTop XI 15 aH 2600,00
6.20. A09.05.184 |PakTop XII 15 aH 2600,00
6.17. A09.05.285 |PakTop Bunnebpanza 9 ax 2400,00
6.7. A12.05.018 |PubpHHOAUTUYECKAS AKTUBHOCTb 2 JJH 480,00
744 A09.05.051 |PDF (mpoaykThl ferpagaunu ¢pubpuHa, ubpruHoreHa) 4 1H 1250,00
AKTHBUPOBAaHHOE YaCTUYHOE TPOMGOIMIaCTUHOBOE BpeMs
742 A12.05.039 |(AYTB/AIITB) 1-2 nx 300,00
A09.05.051.0
749 01 /l-numep, kKpoBb 1-2 1H 1700,00
1941 A09.05.287 |HccnemoBaHue ypoBHs anbda-2-aHTUILJIA3MUHA B KPoBU 12 AH 1100,00
Koarysorpamma (AUYTB, [lpoTpoMGHH, NpOTPOMOHUHOBOE BpeMs (110
5453 B03.005.006 |KBuky), MHO, ®ubpunoren) 1-2 gn 1100,00
Koarysiorpamma pacmupenHasi (AYTB, [IpoTpoM6uH,
npoTpoM6buHoBoe BpeMs (1o KBuky), MHO, TpoM6uHOBOE BpeMs,
5454 B03.005.006 |®u6bpunoreH, J[-nuMep, AuHTuTpomM6uH III) 1-7 nH 3000,00
OnpefesieHHe MeX/JYHAPOJHOTO HOPMaJIU30BaHHOI0 OTHOIIEHUS
739 A12.30.014 |(MHO, npoTpoM61HOBOE BpeMsi, aKTUBHOCTb 110 KBuky) 1-2 1H 300,00
1940 A09.05.048 |[lnasmuHoreH, KpoBb 11 1H 1100,00
741 A12.05.028 |Tpom6uHOBOE BpeMsi, KpOBb 1-2 1H 300,00
5311 A12.05.110 |TpodobuacTuueckuit raukonpoeuH (TBI, 6eTa-1 raukonpoTenH) 660,00
740 A09.05.050 |PubpuHOreH, KpoBb 1-2 IH 300,00
5560 A12.05.018 |[Xareman-3aBucuMbiil pubprHOIU3 (X3D) 6-7 AH 1000,00

1.1.10. KoMmIiieKCHbIe MCCIe0BaHUA




AHEMMUS (Butamuu B12, OAK c neiikodpopmysioii u
petukynounutamu, CO3, 0XKCC, TpancheppuH, eppuTHH, Go1aThI)

27.103. B03.005.014 (2 ou 3450,00
AHEMUWA CKPUHUHTI: OAK 6e3 nefikodpopmy.ibl, 02KCC, JIXKCC,

28.602. bkeJsie30, GeppUTHH, K03¢. HACKIII. TpaHceheppHHA XKee30M 2 TH 1800,00
BUOXUMMUA 19 (ACT, AJIT, anpbymuH, amunasa, 6unupyous, [TTII,
IJIMKHPOBAHHBINA reMOTJIOOHH, TJII0K03a, 3JIEKTPOJIUTHI, KaJIbLIUH,
kpeatuHuH, JI/I[', MoyeBas KUCJI0Ta, MOYEBHUHA, 6eJIOK, kese30, [P,

28.111. B03.016.004 |XC, Tpuraunepuzbl) 2 aH 3400,00
BUOXUMMUA 21 (ACT, AJIT, anb6yMuH, aMu1a3a, GUIUPYOUH C
¢pakuusamy, [TTII, raukupoBaHHbIN reMOTJ/IOOUH, TJIH0K033,

JIMNUAHBIA TPOQUIIb, 3JEKTPOJIUTHI, KalblUi, KpeaTuHuH, JI/T,

28.558. B03.016.004 |MoueBas KHMCJI0Ta, MOYEBHHA, 6eJ10K, CPB, xxene3o, IIIP) 2 1H 3600,00
BUOXUMMUA 28 (6en0k,ACJI0,KpeaTHHUH,MOYEBUHA, MOY. K-
Ta,a1b6yMuH,CPB,P®,riroko3a,1unu HeIH
cnekTp,ACT,AJIT,amunasa, I'-

['TIK®K,rnukup.remorao6us, /I @, 6unup.c dpakuusamu,Ca+

33.063. B03.016.004 |+ K,Na,Cl,Mmaruuii, xesne30,pochop,iuHK,posireBas K-Ta) 2 IH 5200,00

33.744. A09.05.235 |Butamun D u deppuTHH 2 1H 2000,00
BUTAMUWHbBI AHEMUMU: B9, B12 u o6MeH xesne3a (Fe, 0XKCC, JIXKCC,

28.218. B03.005.014 |bpeppuTuH) 2 1H 2990,00
BUTAMUWHBI BOAPOCTU U AKTUBHOCTHU: A, D,B9,B12 u

28.386. beppuTHH 8 TH 6400,00

28.482. BUTAMUHBI KPACOTHI: A, E, D, B9, B12 8 gn 7700,00

27.104. BbITNTAJJIEHUE BOJIOC (Kanbuuii, ceneH, xkeneso, TTT, nuHkK) 6 aH 2100,00
T'OPMOHBI /14 Y KEHIIWH (17 OH Iporectepon, ['CIIT, ATA-s, JIT,

27.80. nposakTuH, T4 cB, TectoctepoH, TTT, ®CI, actpasuon) 2 gx 4600,00
T'OPMOHBI /1A MYXXYUH (T'CIIT, AT, JIT, nposIaKTHH,

27.84. TecTocTepoH o611 U cB, ®CT, actpaamos) 6 g 4100,00
Tocniutanbubilt koMmmiekc (BUY, cudunuc cym. AT, renatut B Hbs

27.1. B03.014.001 |Ag, renatut C anti-HCV cym.) 2 nin 1700,00

28.119. Jletckuit YEK-AII: 61oxuMusi, ropMOHBI, 00MeH BellecTB 2 JH 6500,00
JWABET u [IPEJJUABET: rit0K03a, TJTMKHUPOBAaHHBINA IeMOTJIOOUH 2

28.254. B03.012.001 (gu 750,00

27.109.1. "Kenckuit YEK-AIl: 6uoxumus, M”HQEeKI MY, 00MeH BelecTB 2 JH 7200,00
YKeHckull yek-an: 6uoxuMus, UHOEKI MY, 0OMeH BelleCTB,

27.109.1.1. OHKOMapKephbl 2 IH 10700,00
MuHepaJsibl a3HEPTUH (3KeJie30, KaJbliMi, MarHuH, UUHK, ocdop) 2

33.542. A09.05.274 | 1300,00
Myzkckoit HEK-AII: 6uoxumusi, ”HpeKIMK, 06MeH BEIIECTB,

27.110.1.1. OHKOMapKephbl 2 IH 10900,00
HEJOCTYIIHA! BUOXUMMUA 13 (ACT, AJIT, anb6ymMuH, 6UIupyouH
o6y u np, ['T'TII, riit0K03a, 3JIeKTPOJIUTI, KpeaTUHUH, MOUEBUHA,

28.339. B03.016.004 |[6enok, D, XC) 2 au 2150,00
HEJIOCTYIIHA! BUOXUMMUA 9 (ACT, AJIT, 6unupy6uH, TIr0K03a,

27.108. B03.016.004 |kpeaTHHHH, MOUEBHHA, 6EJIOK, KeJ1e30, X0JeCTePUH) 2 IH 1700,00
OHKOMAPKEPHI ass xenmun (CA 125, CA 15-3, CA 19-9, CA 72-4,

28.103. A®II, SCC, P3A) 2 oH 5330,00
OHKOMAPKEPHI gns myxuuH (CA 19-9, CA 72-4, A®DI], I1CA o611 1

27.62. cB, P3A) 2 niH 4400,00
[IpoduakTHIECKU A KOMILJIEKC: OOIIMH aHAJIU3 KPOBU U OOIIUH

27.99.1. aHa/IM3 Mo4U (BeHO3Hasi KpoBb) 2 H 890,00
PEBMATOU/IHBIM APTPUT (ACJIO, ALILITI, OAK ¢ dopmy.ioii u CO3,

27.69. B03.040.002 |P®, CPB) 3 nn 3100,00
CYCTABBI (ACJIO, OAK c dopmysoit u COJ, ModeBas KUCJI0Ta, PD,

27.57. B03.040.002 [CPBE) 2 au 2000,00




TecTocTepoH cBo60HBIH (TecTocTepoH o6y, I'CIIT, uHgEeKC

50.2.1368. |A09.05.078 |cBOGOAHBIX aHAPOreHOB) 3 JIH 1700,00
YEK-AII Pro: BuTaMuHb! U MUHepasibl (Butamun D, B12, B9, maruui,

28.480. bKeJie30, IMHK, Gocdop, Kaabuui) 2 aH 4300,00

33.064. YEK-AII: 61ioXuMusi, TOpPMOHBI, 06MEH BellecTB 2 JH 4500,00

27.5. B03.058.001 |llutoBuznHas xkesesa (T3 cB, T4 cB, AT-TT, AT-TIIO, TTT) 2 gx 2240,00
llluToBUAHASA Kese3a, pacupeHHbIN KoMmitekce (T3, T3 ¢B, T4, T4

27.21. B03.058.001 |cB, AT-TT, AT-TIIO, TTT") 2 sx 3200,00

1.1.11. /lekapCTBEHHbI MOHUTOPUHT

1.92.46. A09.05.035 |/lekapcTBeHHBIH MOHUTOPUHT: JIUTOKCUH (KoJ1) 7 oH 3200,00

50.34.2181 |A09.05.035 |/lekapcTBeHHbI MOHUTOPUHT: [ludenuH (peHuroun) (kou) 7 JH 3180,00
JlekapCTBEHHbIN MOHUTOPUHT: JIaMOTPUKUHBI (JTaMUKTaJ) (KOJI)

50.37.2181 |A09.05.035 |7 nH 3180,00

1.92.44. A09.05.035 [/lekapcTBeHHBIN MOHUTOPUHT: JleBeTupaneram (Kos) 7 oAH 4000,00

1.92.47. A09.05.035 |[/lekapcTBeHHBIN MOHUTOPUHT: JInzoapeH (MutoTasn) (ko) 7 nH 3480,00

1.92.56. A09.05.035 |[/lekapcTBeHHBIH MOHUTOPUHT: OKCKap6a3enuH (KoJ) 6 oIH 3700,00

1.92.43. A09.05.035 |/lekapcTBeHHbI MOHUTOPUHT: Cuposumyc (ko) 7 JH 4200,00

1.92.45. A09.05.035 [/lekapcTBeHHbIM MOHUTOPUHT: Tonupamat (ko) 7 oH 3500,00

50.35.2181 |A09.05.035 |/lekapcTBeHHbI MOHUTOPHUHT: PeHoGapOUTas (ko) 7 AH 3500,00

2529 A09.05.035 [/lekapcTBeHHBIN MOHUTOPUHT: L{ukiocnopuH (koJi) 8 fH 3880,00

50.1.2228. |A09.05.035 |/lekapcTBEHHBI MOHUTOPHUHT: IBEPOIUMYC (K0J1) 7 TH 4200,00
MyTanuu ekapcTBeHHOU pe3ucteHTHOCTU NS3, NS5A 1 NS5B

GNP277 pervoHoB reHoMa Bupyca renatura C (ass renoruna 3) 11 gn 16190,00
MyTauuu siekapcTBeHHOU pe3ructeHTHOCTH NS3, NS5A u NS5B

GNP278 pernoHoB reHoMa Bupyca renaturta C (g reHotunos 1b) 11 gu 16190,00
MyTanuu siekapcTBeHHOU pe3ucteHTHOCTH NS3, NS5A n NS5B

GNP279 pervoHoB reHoMa Bupyca renatura C (a5 reHotunos 1a) 11 gu 16190,00

409 A09.05.035 |/lekapCcTBeHHBIF MOHUTOPUHT: BasbnpoeBas Kucjiora 6-7 aH 1100,00

408 A09.05.035 [/lekapcTBeHHBbIH MOHUTOPUHT: Kap6amasenuH 11 1H 3000,00

1.92.41. A09.05.035 |[/lekapcTBeHHBIM MOHUTOPUHT: Takposumyc 8 iH 4100,00

1.1.13. 06 EKIMHUYECKHE U CC/IeJOBAHUS

1.1.13.1. O6meKJIMHNYEeCKHE UCCIeJ0BaHUS KaJjla

A09.19.001.0

21.10. 01 AHasv3 KaJia Ha CKpbITy10 KpoBb (Colon View Hb, Hb/Hp) 2 au 1800,00

21.21. A09.19.001 |Ananu3 Kasa Ha ckpbITy10 KpoBb (FOB Gold) 4 ax 2100,00

21.3. A09.19.001 |AHasu3 KaJia Ha CKPBITYI0 KPOBb 2 JH 450,00

21.12. A26.19.011 |Bbaactonuctsl (Kaut) 2 fH 550,00

21.11. A26.19.011 [CumeHoJsienu03 (sIHIa KAPJUKOBOIO LIeNHs) 2 IH 300,00

21.2. B03.016.010 |Konporpamma 2 gH 750,00

21.14. A26.19.010 |/leHTOYHbIe YepBH (Kau) 2 H 300,00

21.7. A26.19.011 |lIpocTeiiiue B Kaje 2 IH 400,00

21.13. A26.19.010 |CTpoHrunoussl (Kpyryble Y4epBU) KaJj 2 IH 300,00

2367 A26.19.037 |AuTurensbl asaM6snit (Giardia lamblia) B kasie 1-2 fH 1000,00
UccnepoBaHue Kajla Ha HOIMYKeE TOKCHHA A M TOKCHMHA B

4007 A26.19.043 |ksocTpuguu guddunuie (Clostridium difficile) 2-3 gu 1850,00

2400 A26.19.010 |HMccienoBaHue KaJsia HA ONUCTOPX03 1-2 aH 270,00
HccnenoBanue Kasa Ha siilja reJIbMUHTOB U LIMCThI IPOCTEUIINX 1-2

5116 A26.19.010 |mH 550,00
HUccnepoBaHre MUKPOOHOLIEHO3a TOJICTOTO KUIIEYHUKA.

6156 A26.05.016 |KosoHo¢siop-16 (6uoneHo3), kaa 8 nH 5000,00
UccnepoBaHve MUKPOGHOIIEHO3a TOJICTOTO KUILIEYHUKA.

6157 A26.05.016 |KosoHods10p-16(MeTabou3M), Kaa 8 IH 5000,00

6281 A09.16.013 |UccienoBaHue YpOBHSA XKeJTYHbIX KUCJIOT B Kasie 11 gH 4600,00

5446 A09.19.003 |McciefoBaHMe YPOBHS CTEpKOOMIMHA B KaJjie 11 aH 3200,00

2457 A09.19.013 |KasbnpoTeKTHH B KaJie 8 H 3200,00




MHKpOCKOHI/I‘{eCKOG HCCJIeAJ0BaHHWE KaJid Ha Hﬁua U JIMYUHKHU

1971 A26.19.010 ([reabMuHTOB 1-2 IH 400,00
A26.19.064.0 |Onpenenenue JHK MukpoopraHusaMoB poJa caJibMOHeJLJ1a
6053 01 (Salmonella spp.) B 06pa3nax ¢pekanuii metozom [P 6 nH 1700,00
21.9. A09.19.010 [TaHKpeaTHnyeckas sjiactasa-1 B Kaje 3 AH 3600,00
A26.19.010.0 |[[Tapacen: MccnenoBaHue Kasla Ha IPOCTEMIINE U AMLA FeJIbMUHTOB
5608 01 MeToJIoM oborauieHus (parasep) 2-4 aH 660,00
1961 A26.19.020 |[Xesmkob6akTep nusopu Helicobacter Pylori (AHTHTeH B Kasie) 1-2 qH 1400,00
1.1.13.2. O61eK/IMHUYECKUE UCCIeJ0BaHN KPOBUA
061 aHa/IM3 KPOBH C JielkouuTapHod popmyJioit u CO3,
MHKPOCKOTHS Ma3Ka PU NaTOJOTHYECKUX U3MEHEHHUSAX B
3.9.2. B03.016.003 |[nefikonuTapHOi PpopMysie (kanuaasspHasi KpoBb) 2 JH 750,00
[ToacyeT TpoMboLUTOB 0 MeToAy POHMO (KAaUI.KPOBb)
3.7.2. B03.016.003 |(Ha3navaTb BMecTe ¢ "OAK") 2 nH 360,00
5093 A12.05.122 |ba3odusibHast 3epHUCTOCTb 3PUTPOLUTOB 1-2 1H 240,00
1069 A12.05.001 |HccaemoBaHue CKOPOCTH ocefanus aputpouutos (CO3) 1-2 an 240,00
5089 A09.05.091 |HccinenoBaHue YPOBHS KapOOKCUTeMOrJI0OO6MHA B KPOBH 6 JIH 700,00
5088 A09.05.092 |HccinenoBaHue YPOBHS METTEMOTJIOOMHA B KPOBU 6 JTH 700,00
998 A12.05.123  |WccienoBaHue YPOBHS PETHUKYJIOLMTOB B KPOBU 1-2 1H 320,00
UccnenoBanue paronuTapHoOi aKTUBHOCTH JIEUKOLIUTOB
A12.30.012.0 |mepucdepuyeckoil KpOBU METOA0M IPOTOYHOUN LUUTOPIYOPUMETPUHU
5361 07 9 nH 1250,00
2264 B03.016.002 |O6wui (KJIMHUYECKUI) aHaAu3 KpoBU (kpaTkuil) 1-2 H 300,00
O6mui (k1uHUYeckui) aHanus kpoBu (CBC+Diff+6azopunbHas
2735 B03.016.003 |3epHUCTOCTb 3pUTPOLUTOB) 1-2 1H 520,00
O61muit (K1MHUYECKU) aHaau3 KpoBU pa3BepHyThid (CBC+ Diff
2417 B03.016.003 |bpopmysa, CO3) 1-2 gH 670,00
061Kt aHaIN3 KPOBH C JIeHKOPOPMYJI0H, € OACYETOM
TPOMOOLIUTOB MMyTEM MHUKPOCKOTIHHU oKpalneHHoro (o ®ouuo) 1-2
4763 B03.016.003 |gH 650,00
061t aHaIN3 KPOBHU C MO/[CYIETOM TPOMOOI[UTOB MyTEM
4722 B03.016.003 |MHUKpOCKONHMH OKpalleHHOro Ma3ka KpoBH (1o ®onuo) 1-2 nH 550,00
1933 B03.016.003 |O6wmuit aHanu3 KpoBH ¢ petukyaonutamu (CBC+RET) 1-2 nu 450,00
O6mui k1uHU4Yeckui anaaus kposu (CBC+Diff-pasBepHyThiit), 6e3
1932 B03.016.003 |CO3 1-2 aH 350,00
Onpenenenue peHorumna no anturedHam G, ¢, E, e, Cw, K, k u
A12.05.007.0 |onmpenesieHre aHTU3PUTPOLUTAPHBIX (AHTUPE3YCHBIX) AHTUTE 3
5914 01 JTH 2200,00
A12.05.007.0 |PenoTunupoBanue, Onpenenenue ¢peHoruna mno anturedam G, ¢, E,
2477 01 e, Cw, K, k 4 n1n 1800,00
1.1.13.3. OG1eKJIMHHYECKHE HCCIeJ0BaHUS MOYH
9.3. B03.016.006 |2-cTakaHHas1 poba Mouu 2 AH 650,00
9.4, B03.016.006 |3-cTakaHHas npoba Mouu 2 JH 1000,00
11.18 A09.28.006 |OTHomIEHMe aTbOYMHUHA K KPEaTHHUHY (pa3oBas Moya) 2 JH 660,00
AHTUTeH Streptococcus pneumoniae, o6HapykeHue B MoYe
6259 A09.28.054 |mMeToZ0M UMMyHOXpoMaTorpaduu 5 1H 3600,00
AHTUTEeH JiernoHesie3a Legionella pneumophila, o6HapyxeHue B
5517 A26.28.010 |moue 4-5 gH 3300,00
HccnenoBanue 1aTEHTHOM JIEUKOLUT-,3pUTPO-, LUJIUHPYPUH.
2492 A09.28.020 |[Ipo6a AMbOypxke 1-2 fH 250,00
UccnepoBaHue Mo4u MeT0/10M 3UMHHULIKOTO (CyTO4YHas Mova) 1-2
2399 B03.016.015 |gH 350,00
2398 B03.016.014 [HUccnenoBanue mouu MetogoM Heunnopenko 1-2 nH 300,00
2214 A09.28.028 |HcciemoBanue Mouu Ha 6es10k Benc-/xoHca (kay.) 20H 300,00
A09.28.018.0
5596 01 HccnenoBanve cyTOYHOM MOYH Ha COJIU 6 JIH 1300,00




A09.28.010.0

3044 01 UccnenoBaHue ypoBHA OKCAJIaTOB B CYTOYHOU Moyve 9 TH 2100,00
UccnenoBaHue ypoBHS NOPGUPHUHOB U UX IPOU3BOIHBIX B MOUE 6

2539 A09.28.008 |oH 350,00
Kanbnuii-kpeaTUHMHOBOE COOTHOLIEHHWE B Pa30BOU MOPLMHU MOYH 4

5889 A09.28.012 |oH 500,00

1916 B03.016.006 |061muii (kJIMHUYECKUIT) aHaIU3 Mo4H 1-2 aH 350,00

2397 A09.28.015 |OmpenesieHue anleToHa (KETOHOBBIX TeJl) B Mode 1-2 AH 250,00

1.1.14. OHKOAHArHoCTUKa

1.1.14.1. T'ucrosiorusa
l'ucTosornyeckoe uccaefoBaHre 6MONCUIHOr0 MaTepuasia KOCTHOU
TKaHU (OMYXO0JIH U OMyX0JIeN000HbIe 3a601eBaHUs KOCTH U

15.55. A08.03.002 |cycTaBoB) 15 gH 7280,00
['dcTosioruyeckoe UccaeioBaHue e JUHUYHBIX GUONTATOB U
MaTepuasia MyJabTH(POKaTbHON GUONICUU IPeACTATENbHOU XKeJle3bl

15.40.1. A08.21.001 |B o6beMe fi0 12 o6pa3noB 10 gH 2860,00
T'ucTosioruyeckoe Uccae0BaHue KeJyJ0UHO-KHUIIeYHOT 0 TPaKTa

15.34. A08.30.046 |(6uomncuitHbiil MaTepuan) 10 oH 3200,00
['ucTosi0rMyecKkoe UccaeJ0BaHUE XKeJNyJ0UHO-KHILIEYHOr 0 TPaKTa

15.34.1. A08.30.046 |(omepanuonHbIM MaTepuai) 10 fH 3200,00
['McTo/I0TMYecKoe UCCIeIOBaHUE KOXKHBIX U MOJIKOMXHBIX

15.36. A08.01.001 [HoBOOGpasoBanuii 10 fH 2500,00

15.44. A08.09.002 [Cuctrosoruyeckoe uccaegoBaHue jerkux 10 ax 2860,00
l'ucTosnoruyeckoe ucciefoBaHue TUMbaTHIECKUX y3J10B (1-5

15.46. A08.06.002 [mumodoyssor) 10 gH 2860,00
T'ucTosioruyeckoe uccaefoBaHre JuMbaTUIECKUX y3/10B (6oJsiee 5

15.46.1. A08.06.002 [mumdoysson) 10 gH 3000,00
T'ucTosiornyeckoe Uccae0oBaHMe MaTepuasa pyrou Jokajausanuu

15.48. A08.30.046 |10 nH 2860,00

15.39.1. A08.20.007 |'mcTtosormyeckoe uccaefoBaHWe MAaTKU ¢ npyuaaTkamMu 10 gH 2860,00
T'ucTosornyeckoe uccae0oBaHMe MOJIOYHOM >Kejie3bl (6MONCHUMHBIM

15.32. A08.20.009 |maTtepuan) 10 nH 2880,00
['ucTosioruyeckoe uccaeoBaHMe MOJIOYHOM JKeJie3bl

15.32.1. A08.20.009 |(omepanuonHbIit MaTepuai) 10 fH 2880,00
['ucTosoruyeckoe uccjieoBaHre MyJIbTUPOKAIbHON GHONICHUU

15.40.2. A08.21.001 |mpeacTaTesbHOM XeJe3bl (6osee 12 o6pa3ioB) 10 aH 3000,00
l'ucTosiornyeckoe UccieloBaHNEe MSATKHUX TKaHel (CTEHKH paHEBbBIX

15.35. A08.18.003 |kaHaJ10B, TKaHb CBUILEBBIX X0/JI0B U rpany.isl 10 gH 3360,00

15.42. A08.08.001 |[['ucTosioruyeckoe uccaefoBaHue 06pa3oBaHUi nasyx Hoca 10 a1 2860,00
'ucTosI0rMyecKkoe UccaeloBaHUe ONepalMOHHOr0 MaTepraJsa
KOCTHOUW TKaHH (OIYXOJIK U OMYX0JIeN0oA06HbIe 3200/1€BaHUS KOCTH

15.56. A08.03.002 |u cycTaBoB) 15 aH 21120,00
['ucTosioruyeckoe uccaeoBaHre OMYX0JeN0A00HbBIX 06pa30BaHU U

15.41. A08.07.002 |mosoctu pta 10 gH 2860,00
T'ucTosioruyeckoe Uccae0BaHre MOYEK, OPTaHOB

15.43. A08.28.005 [moueBbIAeUTENbHOM cucTeMbl 10 1H 2860,00
['ucTosioruyeckoe ucciaejoBaHre MpPeACTaTebHOMU JKeJie3bl

15.40. A08.21.001 |(omepaunuonHbIM MaTepuan) 10 fH 2860,00

15.45. A08.06.004 [CucTosoruyeckoe ucciaeoBanue ceyne3eHku 10 gH 2860,00

15.33. A08.07.009 [[ucToJsioruyeckoe MccaegoBaHue CAOHHBIX kese3 10 gH 2880,00

15.47. A08.12.001 |'ucTtosnoruyeckoe uccaefoBanue cocynoB 10 oH 2860,00
['ucTosioruyeckoe uccaejoBaHre TPEMAaHOOHONTaTa KOCTHOTO

15.54. A08.05.002 [mo3ra 10 gu 6480,00

A08.20.002.0

15.39.2. 01 ['vcTosornyeckoe uccjieoBaHue LiepBUKaJbHOTO KaHasia 10 gH 3000,00

15.37. A08.20.011 ([[ucToJsiorMyeckoe UccaeJoBaHUe leHKU MaTKu 10 gH 2500,00

15.31. A08.22.003 |['ucToJsioruyeckoe UcCaeA0BaHUE IIUTOBUIHOM eJe3bl 10 aH 2880,00




A08.20.002.0

['uctosiornyeckoe ucciaeoBaHue SHAOMETpHUA (,Z[I/IaFHOCTI/I‘{eCKOG

15.38. 01 BbIcKabiMBaHue) 10 aH 2500,00
A08.20.002.0 [TucTosoruyeckoe uccaegoBanue sugomerpus (ITAUME/b-
15.39. 01 BUOIICKA) 10 gn 2500,00
29.38. A08.30.013 |WUI'X-ucciemgoBaHue Ha XpoHHUeckui sHgoMeTpuT (CD-138) 13 au 6980,00
29.37. A08.30.034 |UI'X-uccnepoBaHue peLenTUBHOCTU 3Hg0MeTpud: ER, PR 13 nH 7320,00
WUMMyHOTHCTOXMMHUYECKas UarHOCTHUKA 3a60J1eBaHUH LIEWKHU
29.50. A08.30.013 |maTku p16ink4, Ki67 13 gH 6980,00
MMMyHOTMCTOXMMHYECKOe UCC/IelOBaHHE KeJYJ0YHO-KHIIEeYHOT 0
29.51. A08.30.013 |rpakTa (6HONCHITHBIN /3HAO0CKOIUYECKNH MaTepuai) 13 aH 17700,00
WUMMyHOTMCTOXMMHUYECKOe HUCC/IelOBaHHEe KeJYL0YHO-KHIIEeYHOT 0
29.25. A08.30.013 |rpakTa (onepanuoHHbIN MaTepuas) 13 g 20320,00
A08.22.003.0 |MMMyHOTHUCTOXMMHYECKOE UCCIEJOBAHHUE IIMTOBUIHON >KeJsle3bl
29.23. 01 (kanbuuToHuH , KI 67, nutokepatu 19, HMBE1(me3otenun) 13 a1 | 21820,00
50.106.140 |A08.30.013.0 [MMmyHOTUCTOXMMHUYecKoe uccnefoBaHue HER 2 /neu (B
5. 01 6uorc/xupypr. 6uomarepuasne) 13 ax 6000,00
MMMyHOTMCTOXMMHYECKOe HCCleloBaHHe TMHEKOJ0THYeCKOoro
29.22. A08.30.013 |maTepuasia 13 g1 25500,00
MMMyHOTMCTOXMMHUYECKOE HCCleloBaHUe [/ TPOBeJleHUs
A08.01.001.0 [guddepeHnMaNBHON JUATHOCTUKHN MeJIAHOIIUTAaPHBIX 00pa30BaHUI
29.26. 02 Koxu 13 H 25440,00
MMMyHOTMCTOXMMHYECKOe HUCC/lelOBaHHe JPYTUX OPTraHOB U
29.32. A08.30.013 |TkaHe# 13 gH 25580,00
WUMMyHOTMCTOXMMHUYECKOE HCCIel0BaHHe 3/I0KaYeCTBEHHbBIX
29.33. A08.30.013 |omyxoJielt 6e3 BbISIBJIEHHOTO IepBUYHOro ouara 13 aH 34600,00
A08.09.002.0
29.24. 02 MMMyHOruCTOXMMHYECKOE UCCAeloBaHUe jierkoro 13 fH 22280,00
A08.06.002.0 [IMMyHOTHUCTOXUMHUYECKOE UCCTIe0BaHUE UM PATUUECKUX Y3JI0B
29.30. 01 13 nH 27080,00
A08.20.009.0 [MMMyHOTHUCTOXUMUUYECKOE HUCCae/JoBaHUE MoIoYHOMU xee3nl (ER,
41.801. 02 PR, Her2/neu, Ki67) 13 nn 14540,00
MMMyHOTMCTOXMMHYECKOE HUCC/IelOBaHHe MATKUX TKaHe!
(MblLIeYHas, )KUpoBasi, HepBHAs U CHHOBUa/IbHAs TKaHH, OIIYXO0JIH
29.27. A08.30.013 |kpoBeHOCHBIX cocy/10B) 13 nH 20300,00
A08.23.002.0 |[UIMMyHOTUCTOXUMHUYECKOE UCCIEJOBAaHUE OMyX0JeM IOJIOBHOTO U
29.31. 01 cnmMHHOro Mmo3ra 13 gH 22660,00
A08.28.009.0 [MMMyHOTrMCTOXMMHYECKOE UCCAeJOBAaHUE NTOYEK U APYTHUX OPTaHOB
29.29. 03 MOYEBBIAEJUTENbHON cUcTeEMBI 13 AH 19920,00
A08.05.002.0 [MIMMyHOTUCTOXUMHUYECKOE UCCIeJ0BaHNE TpellaHOOHUoNTaTa
29.52. 01 KocTHOTro Mo3ra 13 au 28560,00
KoMmniekcHOe UMMYHOTHCTOXMMHUYECKOE HCC/Ie/loBaHUe GUONTATOB
A08.21.001.0 |mpeacTaTesbHOM eJsie3bl ¢ olleHKoU skcnpeccuu AMACR (a-
29.28. 02 methylacyl-CoA racemase, P504S), nutokep 13 aH 21780,00
A08.20.003.0 |KoMmIJIeKCHOe MMMYHOTHUCTOXUMUYECKOe UCC/Ie/JOBaHNE IPU
29.48. 02 xpoHuveckoM saHgometpuTe (CD 138, CD 20, CD16,CD56) 13 a1 20000,00
MynbTHdoKanbHasA GUOICUA XKeJlyJKa C OLLeHKOH 110
15.59. A08.16.002 |ksaccuduranuu OLGA 4 nH 12280,00
MyabTudoKanbHas 6UONCHS TOJCTON KUILKH, TUCTOJ0IMYecKoe
15.60. A08.18.003 |uccaenoBaHue 4 oH 12960,00
Onpepenenve Pdl1 c ucnosb3oBaHueM aHTUTeN KiIoHa SP 263
15.70. A08.30.039 |(Ventana) 13 gH 20220,00
Onpepenenue Pdll c ucnosb3oBaHUeM aHTHUTeJ KiaoHa 22C3
15.69. A08.30.039 |(DAKO) 13 nn 25680,00
Onpepenenue Pdll c ucnosib3oBaHUEM aHTHUTEJ KJIOHA SP 142
15.70.1. A08.30.039 |(Ventana) 13 gH 20880,00




Onpenenenue 6enka, kogupyemoro reiom PRAME, meToom UT'X 13

29.78. A08.30.013 |zH 8000,00
OnpepeneHue KoJenenuu Jokycos 1p/19q meTogom

15.79. A27.30.058 |payopecueHTHOM rubpuau3anud in situ (FISH) 17 au 21000,00
Onpepenenve konndectBa konuii reHoB RREB1 (6p25), MYB
(6g23), CCND1 (11g13) u uentpomepsl 6 MeTogoM FISH npu

15.82. B03.027.044 |guarHoCTHUKe MeJIaHOMbI KOXKH 15 aH 36440,00
Onpegenenue mytauui B renax MLH1, MSH2, MSH6, PMS2

15.81. MMMYHOTUCTOXMMHUYECKUM MeTOA0M 13 1H 18000,00
Onpegenenve nepecrpoek rena BCL2 (18q21) (FISH, napaduHoBbIi

15.86. B03.019.001 |6s0K) 15 gH 18000,00
Onpepenenue nepectpoek rena BCL6 (3q27) (FISH, napaduHoBBIM

15.87. B03.019.001 |6s10k) 13 aH 18000,00
Onpenenenue nepecrpoek rena CCND1 (11q13)/SE 11 (FISH,

15.88. B03.019.001 |napaduHoBbI 6s10K) 15 1H 18000,00
Onpepenenue nepectpoek rena MYC (8q24) (FISH, napaduHoBbIit

15.89. A27.30.096 |6s0K) 13 gH 18000,00
Onpenenenne PHK Bupyca Epstein-Barr (EBV; EBER) meTog0oM
XpoMoreHHo# rubpuausanuu in situ (SISH, napaduHoBeii 6J10K) 15

15.90. A26.30.017 |aH 18000,00
Onpenenenue TpaHcaokalui resa ALK (UI'X)

15.76. A08.30.013  |(6uomncuiiHblii/onepalMOHHbIN MaTeprain) 18 aH 21100,00
OnpezesieHNe 3KCIIPecCUU peLenTopoB aHaporeHa (AR) MeTozoM

29.77. A08.30.013 |UI'X13 gH 6000,00
[TepecmoTp 'MCTOJIOTMYECKHUX npenapaToB BeAyILIUMHU

29.41. A08.30.006 |PoccuiickuMu JKcriepTaMy, lieHa 3a caydai 15 gu 13000,00
[TepecmoTp 'MCTOJIOTUYECKHUX npenapaToB BpauaMu
JlabopaTopuu ['eMOTeCT METO/IOM KOHCHUJIMYMA, IieHa 3a ciaydyai 15

29.39. A08.30.006 |zH 5000,00
PaciminpeHHoe KOMIJIEKCHOE UMMYHOTUCTOXMMHUYECKOe

A08.20.003.0 |uccnenoBanue sngoMetpus (CD 138, CD 20, CD16,CD56, ER, PR) 13

29.49. 02 JH 23660,00

1.1.14.2. OHKOMapKepbl

8.10. A09.05.247 |Cyfra 21-1 (HEeMeJIKOKJIETOUHBIH paK JIeTKUX) 2 IH 1300,00

8.25. Cyfra 21-1 B Mmoye 2 aH 1100,00

8.19. A09.05.300 |HE4 (snuTenvanbHbIN pak SUYHUKOB) 2 IH 1400,00

8.28. MCA (MyuuHOnoJo6HbIN 0IyX0J1eaccolMUpPOoBaHHbIM aHTureH) 8 11|  3340,00

8.18. A09.05.219 |S-100 (HeHpo-3HAOKPHUHHbBIE ONYX0JI1) 2 IH 3100,00
B-2 Mukporso6ysinH (inMpoMa, MHOXKeCTBEHHAsl MHUeoMa)

8.12.1. A09.05.245 [(kpoBb) 2 AH 1500,00
B-2 Mukporso6ysiuH (inMpoMa, MHOXKeCTBEHHasi MUesioMa) (Moya)

8.12.2. 2 H 1400,00

8.1. A09.05.089 |Anbda-detonporenH (neyenn), ADIl 2 fu 530,00
AHTHUTreH JI0CKOK/IeTOYHOU KapuuHoMbl (SCC) (kapurHOMa 1eiKu

8.14. A09.05.196 |MaTKH, HOCOTJIOTKH, MUILEBO/A, yXa U Ap. IOKAIU3alui) 2 1H 2700,00
AHTUreH paka MouyeBoro ny3bipsi (UBC) (Mo4yeBo#i my3biphb) B Moue 9

8.13. A09.28.054 |zH 2500,00
Wupnexc ROMA B noctmenonay3se: HE4, CA 125 (anuTenuanbHbIN

8.21. A09.05.202  |pak AMYHUKOB) 2 AH 2100,00
Wupexc ROMA B npemeHonayse: HE4, CA 125 (snuTesnaabHbIN pak

8.20. A09.05.202  [auyHHKOB) 2 AH 2100,00
WHpekc 350poBbs npocTathl (phi-uHaekc). OueHKa pucKa HaJau4dus

8.26.1. B03.027.020 |paka npejacTaTeJbHOM XxKeJie3bl 6 IH 4500,00
KomniekcHoe onpenenenue [1CA cBo6oaHbri /TICA o61mui u %

8.4. COOTHOILEHUS 2 oH 900,00




8.11. A09.05.246 |HeltpoHcnenuduyeckas eHosnasa (NSE) 2 ngH 1700,00
8.2. A09.05.130 |O6muii [1CA (IIpocTaTnyeckuii cnenuduyecKui aHTUreH) 2 oH 600,00
OnpepnenieHus Geska, MHAYLUPOBAHHBIA OTCYTCTBHEM BUTaMHHa K
8.29. WY ero aHtaronuctom-I1I 9 nu 6380,00
8.15. A09.19.014 |OmyxosieBast M2 nupyBaTKHHa3a (KOJOpPEKTaNbHbINA PakK), Kaa 9 aH 2500,00
8.17. [IporacTpuH-BeICBOOO¥KAatouit nentus (pro-GRP) 2 nH 4400,00
8.5. A09.05.195 [P3A (ToJsicTas KUIIKa, NpsiMasi KUILIKA) 2 AH 750,00
8.7. A09.05.202 |CA 125 (auyHUKH) 2 H 800,00
8.6. A09.05.231 |CA 15-3 (Mosi04yHbI€ Kesie3bl) 2 JH 800,00
CA 19-9 (nompxenyfouHas XeJie3a, IpsiMasi U CA-TMOBH/IHAs KUILKA)
8.8. A09.05.201 |2 gH 800,00
CA 242 (nopxenyi0o4Hasi XeJjie3a, TOJACTbIN KUIIEeYHUK, TpsiMast
8.22. A09.05.232  |kumka) 9 jH 1500,00
8.9. A09.05.200 |CA 72-4 (xeny[oK) 2 H 1200,00
A09.05.130.0
8.3. 01 CBo6oaubii [ICA (npeacraTesnbHas xese3a) 2 H 600,00
8.24. A09.05.227 [XpomorpaHuH A 9 iH 6000,00
1.1.14.3. [luToreHeTuka
31.20. B03.019.001 |FISH ananusz nepectrpoek BCL-2 (kpoBb) 11 gH 25000,00
31.22.2. A27.30.110 |FISH anasus tpancaokauuu t(11;14) (kpoBs) 11 gH 17000,00
31.25. B03.019.001 |FISH anamu3 TpaHciaokanud t(2;5) (kpoBb) 11 aH 23300,00
31.11. B03.019.001 |FISH aHasu3 nepectpoek 20q (kpoBb) 11 nH 18000,00
31.18. B03.019.001 |FISH ananu3s nepectpoek BCL-6 (kpoBb) 11 a1 19000,00
31.27. B03.019.001 |FISH ananu3s nepectpoek FGFR1 (kpoBb) 11 a1 19000,00
31.15. A27.30.013 |FISH ananus nepectpoek PDGFRa (kpoBb) 11 aH 19000,00
31.16. B03.019.001 |FISH ananu3 nepectpoek PDGFRb (kpoBb) 11 aH 19000,00
31.12. A27.05.048 |FISH anasus nepectpoek TP53 (kpoBb) 11 g1 17000,00
31.28.2. B03.019.001 |FISH aHasu3 nepecTpoiiku 1 XxpoMocombl (KpoBb) 11 aH 17000,00
31.24. A27.30.084 |FISH ananus nepectporiku reHa C-MYC (kpoBb) 11 aH 19000,00
31.14.2. B03.019.001 |FISH ananu3 Tpancaokauuu t(14;16) (kposb) 11 nH 17000,00
31.13. B03.019.001 |FISH ananu3 Tpucomuu 12 xpomocomsl (+12) (kpoBb) 11 fH 17000,00
31.17. B03.019.001 |FISH ananus MmoHocomuu (aenenus 13 xpomocomsbl) (KpoBb) 11 gH 25560,00
31.21. B03.019.001 |FISH ananus nepectpoek ATM (kpoBb) 11 aH 17000,00
31.44. A27.30.107 |FISH ananu3 Tpancaokanuu t(14;18) (q32;q21) (kpoBb) 11 ax 17000,00
31.47. B03.019.001 |FISH ananu3s tpancnokauud t(4;14) (p16;q32) (kpoBb) 11 1H 17000,00
31.6. A27.05.017 |HccanepoBanue myTtauuoHHoro cratyca BCR/ABL (kpoBb) 33 fH 19000,00
31.5. B03.019.001 |OnpepeneHue Tpancaokanuu t(11;17)(q23;p21) PLFZ/RARA 9 nH 25600,00
Onpegenenve TpaHcnokauuu t(15;17)(q22;q11-q21) PML/RARA 9
31.4 A27.30.097 |mH 22000,00
31.2. A27.30.098 |Ompenenenue Tpanciaokanu t(8:21)(q22;q22) AML1/ETO 9 nu 22000,00
31.3. A27.30.032 |Onpepenenue Tpancaokanuu t(9;22)(q34;q11) BCR/ABL 9 nH 22000,00
[lepBuyHas AuarHocTuka JuMonpoarudepaTUBHbIX 3a601€BaHUM
MeTO/I0M NPOTOYHOM LIUTOMETPUH (BEHO3HAsI KPOBb) (BKJIIOYAET
14.33. uccaesoBaHue "O61KUN aHau3 KpoBu") 6 1H 21560,00
1.1.14.4. lluTosorus
A08.20.017.0 [XKuaxocTHasi LUTOJIOTHUSI COCKOOOB LIEMKU MAaTKU U LlepBUKAJIbHOTO
14.13. 02 kaHasa (SurePath FocalPoint) 7nx 1900,00
WUMMyHOIIMTOXUMHUYECKUI CKPUHUHT paKa LIelKu MaTKU: p16ink4,
Ki67 (Ha3HauyaeTcs AONOJHUTENBHO UJIU BMECTE C [UTOJIOTUYECKUM
29.21. A08.30.004 |ucciegoBaHMEM COCKOOOB IIEMKU MaTK 8 AH 11540,00
[luTos0rn4eckoe uccjaef,oBaHue COCKOGOB ¢ LIeHKU MaTKH (110
14.11. A08.20.017 |llanaHukoJiay, Pap-Tect) 1 Touka 4 fH 850,00
A08.20.017.0 |LuTosiorMYeCcKOe UCCle0BaHHe COCKOOOB C IIEWKU MaTKU U
14.2. 01 IepBUKaJIbHOTO KaHasia (2 To4YKH) 4 oH 850,00
4001 A08.06.005 |LuTosioruyeckoe uccjaeoBaHMe 6UONTATOB JUMPOY3JI0B 6 H 950,00




LuTosiorudeckoe uccaeJ0BaHuE BblJjeJIEHUH U3 MOJIOYHOH KeJle3bl
5523 8 nH 950,00
4099 A08.01.002 |[luToJsIOTMYECKOE HCCIeJOBAaHE MUKPOIIpenapaTa KOXH 5-6 TH 950,00
LuTo/I0TUYECKOE HCCIelOBaHHE MUKpOIIpenapaTa MyHKTaTOB
OMYyXO0JIeH, ONyX0J1eno06HbIX 06pa30BaHUN MSATKUX TKaHeN 5-6
2661 A08.30.016 |guM 950,00
LluTosoruveckoe uccae,0BaHue MUKpOIIpenapaTa TKaHel
2431 A08.22.004 |mMTOBUAHON >Keye3bl 5-6 AH 950,00
[[uTosIoruYecKoe uccaeJ0BaHHE MUKPOIIpenapaTa TOHKOUTOJIbHOM
2574 A08.26.007 |acmupanoHHOH 6MOTICKHU 5-6 oH 950,00
[luTosiorM4YecKoe Mccae0BaHMe MUKpOIpenapaTa LeiKd MaTKU 6
2008 A08.20.017 |mH 850,00
2519 A08.09.011 |uTosiornyeckoe vccjie0BaHue MOKPOTHI 6 IH 950,00
6127 A08.28.012 |LluTosiorMyeckKoe UccjeaoBaHe MOYH 6 IH 950,00
6253 A08.04.004 |lluTosIOrMYECKOE HCCie/JOBaHME CUHOBHUAJIbHOMW KUJIKOCTHU 6 TH 950,00
[uToJIoru4ecKoe UccaeJo0BaHHE COCKOOOB 3p03UH, 3B, paH,
6779 A08.30.028 |[cBuiew 6 oH 950,00
1.1.15. P
13 UIIIII, nadeknuy nepeawuiyecs NOJI0BbIM IyTeM (IAKYJIAT,
28.93.3. kau, [I0P) 3 g 9280,00
19.83. A26.20.032 |bakTtepougpl, JIHK (Bacteroides spp., [1L[P) cocko6, ka4. 3 gH 380,00
19.84. A26.20.032 |bakTtepouzpl, JIHK (Bacteroides spp., [1L[P) cocko6, koJ1. 3 1H 550,00
A26.23.033.0
19.116. 01 Boppenuos, IHK (Borrelia burgdorferi s.l, [1LIP) n1ukBop, ka4. 2 oH 630,00
19.56.2. Boppenuos, IHK (Borrelia burgdorferi s.1, [111P) moua, kau. 3 fH 620,00
19.91.2. Boppennos, IHK (Borrelia burgdorferi s.l., [11IP) moua, ko.s1. 3 AH 660,00
A26.05.053.0
19.56.1. 01 Boppesnunos, JHK (Borrelia burgdorferi s.l, [1|P) nsia3ma, kau. 3 gx 800,00
A26.05.053.0
19.91.1. 01 Boppenuos, IHK (Borrelia burgdorferi s.l, [11IP) nia3ma, koJ. 3 gH 900,00
19.34.3. Bupyc Bapunesnna-socrep, IHK (VZV, [11IP) moua, kau. 3 a1 520,00
19.34.2. A26.01.006 |Bupyc Bapuuesna-zocrep, IHK (VZV, I1IP) cocko6, kay. 2 H 520,00
A26.23.008.0
19.108.4 |01 Bupyc repneca 1 Tuna, JHK (HHV-1, I11IP) nukBop, ka4. 3 [H 900,00
A26.23.008.0
19.1094 |01 Bupyc repneca 1 tTuna, JHK (HHV-1, [T11IP) nukBop, koJ. 3 oH 920,00
19.108.3 |A26.28.023  [Bupyc repneca 1 tuna, JHK (HHV-1, II[IP) moya, kau. 3 gH 520,00
19.109.3 [A26.28.023 |Bupycrepneca 1 tuna, JHK (HHV-1, [1L[P) Moya, koJ1. 3 gH 580,00
19.108.1 [|A26.05.035 |Bupycrepneca 1 tuna, JHK (HHV-1, [11IP) nsia3sma, kay. 3 H 560,00
19.108.5 Bupyc repneca 1 Tuna, JHK (HHV-1, [11IP) citoHa, ka4. 3 [H 860,00
19.109.5 Bupyc repneca 1 tuna, JJHK (HHV-1, [T11IP) catoHa, koa. 3 oH 920,00
A26.26.012.0
19.108.2 |01 Bupyc repneca 1 Tuna, JHK (HHV-1, [111P) cocko6, kay. 2 jH 520,00
A26.26.012.0
19.109.2 |01 Bupyc repneca 1 tuna, JHK (HHV-1, [11IP) cocko6, koJ. 2 aH 520,00
A26.21.009.0 [Bupyc repneca 1,2 Tunos, JIHK (HHV-1,2, [I1LIP) B HaTUBHOM
132 02 ouoMaTepuaJie, Kad. 6 JH 790,00
A26.23.008.0
19.67.4. 01 Bupyc repneca 1,2 Tunos, JHK (HHV-1,2, [111P) aukBop, koJ. 3 jH 980,00
A26.28.023.0
19.67.3. 01 Bupyc repneca 1,2 Tunos, JIHK (HHV-1,2, I[1[IP) Mmoy4a, KoJ1. 3 1H 580,00
19.67.5. Bupyc repneca 1,2 Tunos, JHK (HHV-1,2, T111P) citoHa, koJ. 3 1H 950,00
A26.26.012.0
19.67.2. 01 Bupyc repneca 1,2 Tunos, JIHK (HHV-1,2, [1lIP) cocko6, koJ1. 2 1H 600,00
A26.23.008.0
19.110.4 |01 Bupyc repneca 2 Tuna, JHK (HHV-2, I111P) 1ukBop, ka4. 3 JH 890,00




A26.23.008.0

19.111.4 |01 Bupyc repneca 2 Tuna, JHK (HHV-2, [11IP) n1ukBop, KoJ1. 3 AH 920,00

19.110.3 [A26.28.023 [Bupyc repneca 2 tuna, JHK (HHV-2, [1[1P) moya, kau. 3 gH 520,00

19.111.3 [A26.28.023 |Bupycrepneca 2 tTuna, JHK (HHV-2, [T11IP) Moua, koJ1. 3 aH 640,00

19.110.1 [A26.05.035 |[Bupyc repneca 2 tuna, JHK (HHV-2, II11P) nsia3ma, kay. 3 aH 520,00

19.110.5 Bupyc repneca 2 tuna, JHK (HHV-2, [T1IP) caoHa, kay. 3 H 920,00

19.111.5 Bupyc repneca 2 Tuna, JHK (HHV-2, [11IP) catoHa, koJ. 3 oH 920,00
A26.26.012.0

19.110.2 01 Bupyc repneca 2 tuna, JHK (HHV-2, [11IP) cocko6, kay. 2 aH 520,00
A26.26.012.0

19.111.2 |01 Bupyc repneca 2 Tuna, JHK (HHV-2, [T11IP) cocko6, ko. 2 aH 580,00

19.24.3. Bupyc repneca 6 tTumna, JHK (HHV-6, [111P) Mmoua, kau. 2 1H 520,00

19.68.3. Bupyc repneca 6 tTuna, JHK (HHV-6, [111P) moua, koJs1. 3 gH 580,00
A26.05.033.0

19.24.1. 01 Bupyc repneca 6 Tuna, JHK (HHV-6, I111P) nsiasma, kay. 3 aH 550,00
A26.05.033.0

19.68.1. 01 Bupyc repneca 6 tTuna, JHK (HHV-6, [111P) ns1a3Mma, ko1 3 jH 640,00
A26.07.008.0

19.68.5. 01 Bupyc repneca 6 Tumna, JHK (HHV-6, I111P) citoHa, koJ. 3 H 920,00
A26.30.018.0

19.24.2. 01 Bupyc repneca 6 Tuna, JHK (HHV-6, I111P) cocko6, ka4. 2 H 550,00
A26.30.018.0

19.68.2. 02 Bupyc repneca 6 Tuna, JHK (HHV-6, [111P) cocko6, ko. 2 aH 580,00
A26.05.024.0

19.166.1. (01 Bupyc repneca 7 Tun (ns1asma, kad.) 8 jH 950,00

19.166.2. Bupyc repneca 7 Tun (cocko6, kay.) 8 aH 920,00
A26.08.019.0

50.8.2090. |01 Bupyc rpunmna A HIN1, PHK (HPAI Virus A, II1IP) cocko6, ka4. 3 gH 2300,00

Bupyc knemeBoro annedanuta, PHK (TBE Virus, I11IP) nia3ma, kau.

19.55. A26.06.107 |3 gH 950,00
A26.05.039.0

19.85. 01 Bupyc kpacayxu, PHK (Rubella Virus, [11IP) nsia3ma, kau. 3 H 800,00
A26.05.039.0

19.86. 02 Bupyc kpacuyxy, PHK (Rubella Virus, [11IP) n.i1a3ma, koJ. 3 iH 990,00
A26.23.010.0

19.71.4 02 Bupyc 3nmrreitna-bapp, /IHK (EBV, [11IP) sukBop, koJ. 3 fH 600,00

19.71.3. Bupyc Inmrreiina-bapp, //IHK (EBV, I11P) Moua, ko.1. 3 iH 620,00
A26.05.011.0

19.71.1. 02 Bupyc dnmrreitHa-bapp, IHK (EBV, [111P) nsia3ma, ko1 3 H 700,00
A26.30.017.0

19.71.2. 02 Bupyc 3nmrreiina-bapp, JIHK (EBV, I11P) cocko6, koJ. 2 jH 500,00
A26.05.021.0

19.49. 02 BWY-1, PHK (HIV-1, [11IP) nn1a3Mma, kay. 4 iH 2800,00
A26.05.021.0

6164 01 BUY-1, PHK (HIV-1, [11]P) nyia3ma, KoJ1. 6 AH 3500,00
A26.20.009.0 [BITY 16 u 18 Tuna c onpegesnenueM renotuna, [1IP JHK (cocko6,

19.92.1. 05 Kay.) 2 H 520,00
A26.20.009.0 [BITY 16 u 18 Tuna c onpegenenueM resotuna, [1LIP JHK (cocko6,

19.93.1. 06 KOJ1.) 2 TH 620,00

19.25. A26.20.009 |BITY 16 tumna, [IIP JHK (cocko6, kau.) 2 aH 500,00

19.78. A26.20.009 |BIIY 16 Tumna, [P JHK (cocko6, koJ1.) 2 nH 550,00

19.26. A26.20.009 |BIIY 18 Tuna, [P IHK (cocko6, kau.) 2 1H 450,00

19.88. A26.20.009 |BIIY 18 Tumna, [IIP JHK (cocko6, kou1.) 2 aH 550,00
A26.20.009.0 |BIIY 26 u 51 Tuna c onpegenenvieM renoruna, [1IP JHK (cocko6,

19.30.1. 02 Kau.) 2 IH 500,00
A26.20.009.0 |BIIY 26 u 51 Tuna c onpegenenvieM renoruna, [1IP JHK (cocko6,

19.90.1. 03 KOJL.) 2 IH 700,00




A26.20.009.0 [BITY 6 u 11 Tuna c onpegenenueM renotuna, [P JHK (cocko6,
19.29.1. 08 Kay.) 2 IH 500,00
A26.20.009.0 [BITY 6 u 11 Tuna c onpefesnenueM reHotuna, [1LIP JHK (cocko6,
19.89.1. 08 KOJL.) 2 IH 700,00
A26.20.009.0 [BITY, 5 tunos (16, 31, 35, 39, 59 6e3 onpeaenenus reHoruna), [1L[P
19.27. 02 JIHK (cocko6, ka4.) 3 jH 760,00
A26.20.009.0 |BITY, 6 Tunos (18, 33, 45, 52, 58, 67 6e3 onpee/ieHUsI FTeHOTHUIIA),
19.28. 02 [P JHK (cocko6, kau.) 3 aH 700,00
19.19.2. l'apauepesia, IHK (Gardnerella vaginalis, [1LIP) moua, ka4. 3 iH 370,00
19.63.2. l'apanepesa, IHK (Gardnerella vaginalis, I1L[P) moua, koJ1. 3 1H 520,00
A26.20.030.0
19.63.1. 01 T'apauepesia, JHK (Gardnerella vaginalis, I11IP) cocko6, ko.1. 2 H 520,00
A26.05.030.0
19.6. 01 lenatut A, PHK (HAV, [11P) n1a3ma, kay. 4 = 820,00
A26.05.020.0
19.127. 02 l'enatut B, /IHK (HBV, [P yapTpauyBcTBUT.) y1a3Ma, Kot 11 H 5040,00
A26.05.019.0 [CematuT C, renorun 13, 1b, 2, 33, 4, 53, 6, PHK (HCV, [11IP) m1a3ma,
19.97. 03 KoJI. 4 1H 3400,00
A26.05.023.0
19.8. 01 l'enatut D, PHK (HDV, [11IP) mia3ma, Kay. 4 H 860,00
A26.05.023.0
19.95. 02 l'enatut D, PHK (HDV, [11|P) nsia3ma, koJ1. 4 aH 900,00
A26.05.026.0
19.10. 01 TFenatut G, PHK (HGV, [111P) n1a3ma, kau. 4 1H 990,00
A26.28.015.0 |Tonopes, JHK Bo36yauTens (Neisseria gonorrhoeae, [1L[P) moua,
19.21.2. 01 Kad. 3 OH 570,00
A26.28.015.0 [lonopes, IHK Bo36yauTens (Neisseria gonorrhoeae, [1L[P) Moua,
19.65.2. 01 KoJ1. 3 H 620,00
A26.20.022.0 |Tonopes, JHK Bo36yauTens (Neisseria gonorrhoeae, [1LP) cocko6,
19.65.1. 01 KOJI. 2 JH 490,00
A26.26.017.0 |Kangupga, JHK (Candida albicans, C. glabrata, C. krusei, [1LIP 6e3
19.77. 01 oTpe/iesieHYs BUJIa BO30YZUTeIs1) COCKOO, Kad. 3 IH 890,00
A26.26.017.0 |Kanguna, JHK (Candida albicans, C. glabrata, C. krusei, IILP c
19.777. 01 oTpe/iesieHHEeM BU/a BO36YIUTEIs) COCKOO, Ka4. 3 IH 1200,00
19.22.2. A26.21.044 |Kanguna, JHK (Candida albicans, I11P) moua, kau. 3 g1 500,00
19.66.2. A26.21.044 |Kanguna, JHK (Candida albicans, [111P) mou4a, koJ1. 2 1H 520,00
A26.26.017.0
19.66.1. 01 Kanpuga, JHK (Candida albicans, [T11IP) cocko6, koJ. 2 oH 570,00
A26.08.050.0 |Kokurom, /IHK Bo36ynuTeneit (Bordetella spp., Bordetella pertussis,
19.38. 01 Bordetella bronchiseptica, I111P), cocko06. 3 1H 1150,00
KomniekcHoe uccinenoBanue KJIEIA Ha kiemieBble UHPEKIUU:
A26.05.053.0 |6oppesnos, kielneBoH aHIeaNTHUT, 3pauxH03, aHanaa3mos ([1LP,
19.106. 01 OJIWH KJIell, Ka4.) 3 AH 2050,00
KoMmniekcHoe ucciiefjoBaHre Ha UHGEKLNHY, TepeiaBaeMble
KJIel[aMK: G0ppen03, KJIeleBoH 3HLepaUuT, IPJUXHUO03,
19.107. B03.047.002 |anansnasmos ([P, miasma, kay.) 3 aH 1700,00
19.79. A26.20.032 |/lakTobakTepun, JHK (Lactobacillus spp., [ILP) cocko6, kau. 3 iH 490,00
19.80. A26.20.032 [/TakTob6akTepun, JHK (Lactobacillus spp., [1LIP) cocko6, ko.1. 3 jH 550,00
19.43. A26.05.037 |/lucrepus, JHK (Listeria monocytogenes, I[11[P) cocko6, kay. 2 g1 500,00
MeHUHTOKOKK, reModu/IbHas ajloukKa, CTpenToKoKK (Neisseria
A26.05.046.0 |meningitidis, haemophilus influenzae, streptococcus pneumoniae,
19.52.1. 01 [11IP) nyiasma, Ka4. 3 AH 1250,00
MeHHWHTOKOKK, TeModuIbHas MaJI0uKa, CTPenTOKOKK (Neisseria
A26.08.064.0 |meningitidis, haemophilus influenzae, streptococcus pneumoniae,
19.52.2. 01 [1IIP) cocko6, ka4. 3 AH 1250,00
A26.09.080.0 |Mukob6akTepuu Ty6epkyae3a, JHK (Mycobacterium tuberculosis
19.32.4. 01 complex, [11IP) mokpoTa, kau. 3 gH 700,00




A26.28.028.0 |Mukob6akTepuu Ty6epkyae3a, JHK (Mycobacterium tuberculosis

19.32.3. 01 complex, [11IP) moya, kau. 3 jH 500,00
A26.08.074.0 |Muxko6akTepuu Ty6epkyaesa, JHK (Mycobacterium tuberculosis

19.32.2. 01 complex, IT1IP) cocko6, kay. 3 AH 600,00
A26.08.049.0 |Mukonsiadma mHeBMOHMH (M. pneumoniae), XJlaMUA1si THEBMOHUU

19.51.2. 01 (C. pneumoniae), ITIIP IHK (cocko6, kay.) 3 fH 970,00
A26.28.017.0

19.17.2. 01 Mukonsazma, /IHK (Mycoplasma genitalium, I11P) moua, kau. 3 gH 490,00
A26.28.017.0

19.61.2. 01 Mukomnasma, JHK (Mycoplasma genitalium, [11IP) moua, koJ. 3 H 520,00
A26.21.031.0

19.61.1. 01 Mukonazma, /IHK (Mycoplasma genitalium, I1LP) cocko6, koJ1. 2 H 520,00
A26.28.018.0

19.18.2. 01 Mukonsazma, /IHK (Mycoplasma hominis, I11]P) moua, kau. 3 g1 490,00
A26.28.018.0

19.62.2. 02 Mukomnuasma, JHK (Mycoplasma hominis, [T11IP) Mmoua, koJ1. 3 11 520,00
A26.21.032.0

19.62.1. 02 Mukomnasma, JIHK (Mycoplasma hominis, ITIIP) cocko6, ko.1. 2 H 520,00

19.81. A26.20.032  |Mo6uayskyc, JJHK (Mobiluncus curtissi, [1[]P) cocko6, ka4. 3 fH 490,00

19.82. A26.20.032 |Mo6uaynkyc, IHK (Mobiluncus curtissi, [1L[P) cocko6, koJ1. 3 1H 570,00
A26.19.062.0

19.167. 01 [P refbMUHTBI U IpocTeiue (Kaj), kad. 8 AH 4480,00
A26.19.076.0 |PoTaBupyc rp. A, HOpoBUpYC 2 reHorpynmnel, actposupyc, PHK

19.54. 01 (Rotavirus A, Norovirus 2, Astrovirus, I11IP) kan, kau. 3 g1 1500,00

19.50.2. Cudunuc, JHK (Treponema pallidum, IT1]P) moua, kau. 3 gH 570,00
A26.21.039.0

19.50.1. 01 Cuduiuc, JHK (Treponema pallidum, IT1IP) cocko6, kay. 3 1H 570,00
A26.23.024.0

50.1.1343. |01 Toxkcomaszma, IHK (Toxoplasma gondii, [1LP) aukBop, kay. 3 fH 700,00
A26.30.026.0

19.39.3. 01 Tokcomnazma, /IHK (Toxoplasma gondii, I11]P) moua, ka4. 3 g1 500,00
A26.30.026.0

19.74.3. 01 Tokcomnasma, JHK (Toxoplasma gondii, I[11IP) Moua, kou1. 3 iH 570,00
A26.05.013.0

19.39.1. 01 Tokcomazma, IHK (Toxoplasma gondii, [1L]P) niiasma, kau. 3 gH 700,00
A26.05.013.0

19.74.1. 01 Tokcomuazma, JHK (Toxoplasma gondii, I[111P) nmyazma, koJ. 3 fH 570,00
A26.30.026.0

19.74.2. 01 Tokcomnasma, [IHK (Toxoplasma gondii, I[11IP) cocko®, koJ1. 2 gH 570,00
A26.28.016.0

19.20.2. 01 Tpuxomonaza, IHK (Trichomonas vaginalis, [1I|P) moua, kau. 3 g1 470,00

19.64.2. A26.28.016 [Tpuxomonaaa, IHK (Trichomonas vaginalis, [11]P) moua, koJ1. 3 H 520,00
A26.21.030.0

19.64.1. 01 Tpuxomonaga, JHK (Trichomonas vaginalis, [11|P) cocko6, ko.1. 2 iH 520,00
A26.28.019.0

19.15.2. 01 Ypeannasmel, JHK (Ureaplasma species, [1L[P) Moua, kau. 3 gH 450,00
A26.28.019.0

19.59.2. 02 Ypeamnasmer, JJHK (Ureaplasma species, [1LP) moy4a, koJ1. 3 gH 570,00
A26.21.033.0

19.59.1. 02 Ypeana3msl, JIHK (Ureaplasma species, I111P) cocko6, kos. 2 1H 570,00
A26.28.024.0 |Ypeamnasmsl, JIHK (Ureaplasma urealyticum, U. parvum, IIIIP ¢

19.16.2. 01 omnpeJieJieHUEM BUJA BO30OYIUTe 1) MOYa, Kad. 3 IH 500,00
A26.28.024.0 |Ypeamna3msl, JIHK (Ureaplasma urealyticum, U. parvum, ITLP c

19.60.2. 01 omnpe/ieJieHUeM BUIA BO30OYIUTEJIS) MOYa, KOJI. 3 TH 570,00
A26.21.027.0 |Ypeamnasmsbl, JIHK (Ureaplasma urealyticum, U. parvum, ITLP c

19.16.1. 01 onpeJieJieHHEM BUJA BO3OYAUTE) COCKOO, Kay. 2 IH 500,00




A26.21.027.0 |Ypeamnasmbl, JIHK (Ureaplasma urealyticum, U. parvum, II1IP ¢

19.60.1. 01 omnpe/ieJieHUeM BUZA BO30OYIUTEISI) COCKOO, KOJI. 2 JTH 520,00
A26.19.070.0

19.37.1. 01 Xenukob6akrep, JHK (Helicobacter pylori, [1LIP) kaz, kay. 3 g1 700,00
A26.19.070.0

19.72.2. 01 Xenukob6akTtep, JIHK (Helicobacter pylori, [111P) kan, koJ1. 3 1H 960,00

19.37.2. A26.16.004 |[XenukobGakTep, JHK (Helicobacter pylori, I1LIP) cocko6, kau. 3 aH 600,00

19.72.1. A26.16.004 |Xenmkob6akTep, JHK (Helicobacter pylori, [11IP) cocko6, koJ. 3 aH 700,00
A26.28.014.0

19.14.2. 01 Xnamugus, JHK (Chlamydia trachomatis, I111P) Moya, kauy. 3 gH 570,00
A26.28.014.0

19.58.2. 01 Xnamupaus, IHK (Chlamydia trachomatis, [1[P) Mmoua, koJ1. 3 gH 590,00
A26.26.007.0

19.58.1. 01 Xnamuaus, IHK (Chlamydia trachomatis, I11[P) cocko®6, koJ1. 2 1H 590,00
A26.28.009.0

19.31.3. 01 Hutomeranosupyc, IHK (Cytomegalovirus, I11IP) Mmoua, kay. 3 aH 490,00
A26.28.009.0

19.69.3. 02 HutomeranoBupyc, IHK (Cytomegalovirus, [1L[P) Moua, koJ. 3 oH 570,00
A26.05.017.0

19.69.1. 02 Hutomeranosupyc, /IHK (Cytomegalovirus, I111P) nsiasma, kos. 3 f[H 520,00
A26.07.007.0

19.69.5. 02 HutoMmeranoBupyc, IHK (Cytomegalovirus, I1L|P) catoHa, koJ1. 3 1H 900,00
A26.08.058.0

19.69.2. 02 HutomeranoBupyc, JIHK (Cytomegalovirus, ITILP) cocko6, koJ1. 2 H 520,00
A26.19.072.0

19.54.2. 01 JdutepoBupyc, PHK (Enterovirus, [11IP) kas, Ka4. 6 1H 860,00
A26.05.042.0

19.34.1. 01 Bupyc Bapunenna-zoctep, IHK (VZV, [111P) n.1a3ma, kau. 3 AH 520,00
A26.05.020.0

19.1. 01 Bupyc renatuta B, JHK (HBV, [11IP) ns1a3ma, ka4. 3 fH 800,00
A26.05.019.0

19.3. 01 Bupyc renaturta C, PHK (HCV, [111P) ma3ma, Ka4. 3 1H 850,00
A26.05.035.0

19.23.1. 01 Bupyc repneca 1,2 Tunos, IHK (HHV-1,2, [1lIP) nsia3ma, ka4d. 3 gH 750,00
A26.20.030.0

19.19.1. 01 Tapauepesia, JHK (Gardnerella vaginalis, I11P) cocko6, kau. 3 1H 380,00
A27.05.003.0 [CeHeTuka MeTabosusma ¢osatoB (kpoBb). MTHFR, MTR. MTRR 8

2793 04 JH 3400,00
A26.20.022.0 |Tonopes, JHK Bo36yzauTens (Neisseria gonorrhoeae, [11P) cocko6,

19.21.1. 01 Kau. 3 IH 460,00
A26.23.035.0 |/IHK Bo36yauTeisi rpaHyJIOLMTapHOTO aHAIJIa3M03a YeJI0BeKa

3198 01 (A.phagocytophilum) (n1nkBop) (kauecTBeHHbIN) 3-4 1H 2200,00
A26.05.044.0 [JHK l'emoduibHo#M nasouku (Haemophilus influenzae) masok

5518 02 3eB/HOC 6-7 TH 3000,00
A26.19.066.0

5480 01 JIHK Hepcunus, Yersinia enterocolitica, o6Hapy>xeHue B KaJie 7 IH 1600,00
A26.05.059.0

5156 01 JIHK JlenTocninpos Leptospira spp (kadyecTBeHHBIN) KpOBb 4 JTH 2000,00
A26.05.047.0 |JHK Mukob6akTepuu Ty6epkyae3da (Mycobacterium tuberculosis)

3878 01 (kpoBb) (KaueCTBEHHBIN) 6 TH 1200,00
A26.23.041.0 |JHK Muxko6akTepuu Ty6epkyae3a (Mycobacterium tuberculosis)

3877 01 (muxBOp) (KauecTBEHHbIN) 6 JH 1200,00
A26.05.032.0

5489 02 JIHK TlapBoBupyc Parvovirus B19 kpoBsb (koJ1.) 6-7 iH 1000,00
A26.20.025.0 |JHK Cudunuc (Treponema pallidum) (oTzaessieMoe 3po3uBHO-

5055 01 s13BEHHBIX 9JIEMEHTOB KOXHU U CJU3UCTDIX) (Kad.) 6 AH 520,00




A26.05.053.0

Uccnenosanue KJIEIIA Ha 2 nHbeKnuH (KielieBol sHIealuT,

4869 01 6oppesino3 (6os1e3Hb Jlakima) 3 iH 1250,00
A26.26.017.0
19.22.1. 01 Kanpgupa, JHK (Candida albicans, [T1I]P) cocko6, ka4. 3 gH 370,00
KopoHaBupyc, Ma3KH CO CJIM3UCTOU 060JI0YKH HOCOTJIOTKH Ha
4462 A26.08.027 |koponaBupyc TOPC (SARS-cov) (kauecTBeHHbIN) 1-2 1H 1900,00
A26.08.048.0 |Mukomnsiasma mHeBMOHMH (M. pneumoniae), XJlaMUA1si THEBMOHUU
19.51.1. 01 (C. pneumoniae), [1IIP JHK (nsa3ma, kay.) 3 gH 970,00
A26.21.031.0
19.17.1. 01 Mukomniasma, JHK (Mycoplasma genitalium, IT111P) cocko6, kau. 3 jH 380,00
A26.21.032.0
19.18.1. 01 Mukonsazma, IHK (Mycoplasma hominis, III]P) cocko6, kau. 3 1H 380,00
A26.20.009.0 |Onpenenenue JJHK BITY (Papilloma virus) Bbicokoro
3172 03 KaHIjeporeHHoro pucka (12 tunos), cocko6, [1LP (kos.) 3-6 1H 1500,00
A26.05.045.0 |Onpenenenue [IHK menunrokokka (Neisseria meningitidis) B kpoBu
6092 01 meTtonoMm IIIP 6 ox 750,00
A26.23.026.0 |Onpenenenuve JHK menunnrokokka (Neisseria meningitidis) B
6093 01 CIMHHOMO3roBoM xuaxoctu [P 6 gn 750,00
A26.05.012.0 |Onpenenenue [JHK Mukomniasmel metogom [11P. IHK Mycoplasma
5205 02 pneumoniae (ka4) 6 IH 950,00
[T P-ckpuHuHT OCTpble KuileuyHble MHPeKIUU (Adenovirus
F/Astrovirus/Campilobacter spp./Norovirus GII/Rotavirus
A26.19.063.5 |A/Salmonella spp./Shigella spp./Escherichia coli (Enteroinvasive
2652 00 Escherichia coli - EIEC) (xau) 6 fH 2600,00
A26.21.036.0 |TILP "Augpodiop CkpuH" (KOJIMYeCTBEHHBIH+KaueCTBEHHBIN) 3-4
2801 01 [H 3000,00
A26.21.036.0
2773 01 [P "Auapodsiop” (KosimyecTBEHHbIH+KauyeCTBEHHbIN) 3-4 H 3900,00
A26.20.034.0 [[ILP "®emodaop CkpuH" (cockob)
2800 01 (kosin4yecTBEHHBIW+KaueCcTBEHHbIN) 4-5 1H 2600,00
A26.20.034.0 [[TLP «®emodaop» 16 (cockob) (KosMueCTBEHHBIH+KauyeCTBEHHBIH )
141 01 4-5 nH 3000,00
A26.20.034.0 [[ILP «Pemodaop» 8 (cocko6) (KosIMueCTBEHHbIH+KaueCTBEHHBIN)
139 01 4-5 nH 2000,00
[P Chlamydia trachomatis/ureaplasma urealyticum+parvum/
Mycoplasma genitalium+ hominis (kos14+KayecTBEHHbIN) COCKO6
135 B03.047.002 (3-4 nn 1200,00
A26.05.020.0
124 02 [P Bupyc renatvra B kosimuecTBeHHBIH (KPOBB) 6 TH 2100,00
A26.05.019.0 |TILIP Bupyc renatuta C (KauecTBEHHbBIHN yIbTPauyyBCTBUTENbHbIN) 6
2739 01 JTH 2000,00
A26.05.019.0 |TILIP Bupyc renatura C (KoJM4ecTBeHHbIN
2740 02 YJAbTPauYyBCTBUTENbHBIN) 6 IH 3600,00
A26.05.019.0
126 02 [P Bupyc renatura C (KosndecTBeHHbIN) (KpoBb) 6 AH 2300,00
[P BITY 'eHOTHNIMpPOBaHKe BMpycCa NANXJIJ0MbI YeJl0BeKa
A26.20.009.0 [BrIcOKOrO0 KaHLeporeHHoro pucka KBanT 21 (kosinyecTBeHHbIN) 3-4
143 03 ITH 2300,00
A26.19.010.0
5051 01 [P T'esibMo-ckpuH (Kau) (kauecTBeHHBIN) 8 AH 3200,00
[P JHK Streptococcus pneumoniae (kayecTBeHHbIN) B pa3/IMUHOM
5118 A26.05.046 |6/m 4 1H 1100,00
A26.05.056.0 |TILP JHK anansiasmo3 (Anaplasma phagocytophillum) B kpoBu
3197 01 (kauecTBeHHbIN) 4 1H 2100,00
A26.05.011.0 |TILP AHK Bupyca 3mureiina-bapp (Epstein - Barr virus) B kpoBy,
115 01 Kay. 6 aH 500,00




A26.08.059.0

[P JHK Bupyca 3nmreriHa-bapp (Epstein - Barr virus) B

6103 02 OTZeJI1eEMOM, COCKO6aX U HATUBHOM GMOMaTepHaJie, Kad. 6 JH 500,00
A26.05.037.0
3193 01 MMUP IHK siucrepuii (Listeria monocytogenes) B KpoBH (Kau) 6 AH 1000,00
A26.05.032.0 |TILP AHK IMapBoBupyc B19 (Parvovirus B19) B cbIBOpOTKe KpOBH,
6298 01 Kay. 6 1H 920,00
[P IHK nHeBMonucThl (Pneumocystis jirovecii (carinii)) B
6271 A26.08.011 |oTxmesnsiemoM, cOcK06axX U HATUBHOM GHoMaTepuale, Kad. 6 JH 1800,00
[P JHK cTpenTokokka rpynnsl B (S.agalactiae) B paznuyHoM
6731 A26.20.049 |6uoMaTepuasie 6 1H 920,00
A26.08.049.0 |[TLIP AHK xnamuzauii (Chlamydia pneumoniae) (kauecTBEHHBIH)
5206 01 COCKO00 6 AH 950,00
A26.19.067.0 |IILP UepcuHmo3, nceBpoty6epky.e3 (BoisiBiaenue JHK Yersinia
1186 01 psevdotuberculosis) (kauecTBeHHBIN) , Kaa 8 oH 1720,00
[TLP KomnsiekcHoe onpenenenue JHK Neisseria
gonorrhoeae/Chlamydia trachomatis/ Mycoplasma
genitalium/Trichomonas vaginalis B pazin4. 6uomatepuase
136 B03.047.002 |meTopoM (kay) 4 gH 1640,00
A26.20.032.0 [[ILIP Mapkeps! 6aKTepHaIbHOTO BarnHo3a (Streptococcus spp.,
2444 02 Staphylococcus spp., cem.Enterobacteriaceae) (kosin4) cocko6 8 aH 1200,00
[P Onpenenenue JIHK rpu6oB posa KaHAWAa ¢ yTOYHEHHEM BU/Ia
(Candida spp.: C.albicans, C. glabrata, C.crusei,C.parapsilosis,
2445 A26.20.032 |C.tropicalis) cocko6 8 n1H 700,00
A26.08.022.5
5058 00 [P OPBU-CkpuH (kau.) (Masok 3eB/Hoc) 3-4 1H 4200,00
A26.08.019.5
3060 00 [P PHK Bupycos rpunmna A v B (kauecTBeHHBbIH) 4-5 1H 1500,00
A26.05.057.0 |TILIP PHK MoHonuTapHoro apsinxuo3sa yesoBeka (Ehrlichia muris,
3190 01 Ehrlichia chaffeensis) (kpoBb) Kau. 4 1H 2100,00
[P PHK MoHonuTapHoro apsuxuo3sa yesnoBeka (Ehrlichia muris,
3210 A26.05.057 |Ehrlichia chaffeensis) (1ukBop) (kau.) 4 jH 2100,00
A26.19.074.0
4185 01 [P PHK poTaBupycoB (Rotavirus) A (xas) (kauecTBeHHbIN) 4 AH 1700,00
A26.05.019.0 |[[ILIP TunupoBanue Bupyca rematurta C 1a, 1b, 2, 3a, 4 (xpoBb)
127 03 (kauecTBEHHBIN) 6 IH 2700,00
A26.08.019.5
4214 01 [P TunupoBanue rpunna A (H1N1,H3N2) (kayecTBeHHbI) 6 JH 2700,00
A26.05.013.5 |ILP Tokcomnna3zma Toxoplasma gondii (cocko6) (kauecTBeHHBIH) 6
116 00 IIH 500,00
A26.20.029.0
5284 02 [P Ypeansazma [lapBym ureaplasma parvum (cocko6, koJ1.) 6-7 IH 570,00
A26.20.029.0 |[ILIP Ypeansasma ypeauTUKyM ureaplasma urealyticum (cocko6)
5285 02 (kosinvyecTBEHHBIN) 6-7 H 570,00
A26.20.032.0
2628 01 [P ®nopornenos (kommniekc) 8 fH 5600,00
[P ®nopouenos/Muxkomnasmel (JIHK Ureaplasma
2418 A26.20.033 |urealyticum/Parvum/Mycoplasma hominis (konuyecTBeHHbIN) 8 AH 720,00
[P ®noponenos: Onpenenenue JJHK Gardnerella vaginalis,
A26.20.032.0 [Atopobium vaginae, Lactobacillus spp. u 061ero kosiu4ecTBa
137 01 6aKTepuil BO BJIaraJUIHOM OT/esaseMoM (Koyin4) 8 oH 700,00
PHK Bupyca kieujeBoro sHuedanuta (PHK TBEV) (KJIEILL)
1801 A26.06.107 |(xauecTBeHHBIN) 8 oH 2200,00
PHK Bupyca kiaemeBoro sHuedanuta (PHK TBEV) (1ukBop)
3196 A26.06.107 |(xkauecTBeHHBIN) 4 OH 2100,00
PHK Bo36yauTess NKCOAOBBIX KJIelleBbIX 60ppesno30B (B.
1800 A26.05.053 |burgdorferi sl) (KJIEIL) (kauecTBeHHBIN) 8 H 2100,00




A26.19.075.0

PHK HopoBupycos 2 reHorpymmnsl (Norovirus GII) (kauecTBeHHBIH)

4201 01 Kasa 4 gH 3100,00
A26.21.030.5

19.20.1. 00 Tpuxomonapga, JHK (Trichomonas vaginalis, [11|P) cocko6, kau. 3 gx 460,00

103 A26.20.020 |Xsmamugus, JHK (Chlamydia trachomatis, I1IP) cocko6, kau. 4-5 gH 480,00
A26.05.017.0

19.31.1. 01 HutomeranoBupyc, IHK (Cytomegalovirus, [11P) miasma, kay. 3 AH 520,00

1.1.16. CepoJiorus

20.104. A26.06.005 |ApenoBupyc lgG (n/xou) 9 iH 1000,00

20.125. A26.06.005 |AgenoBupyc IgM (n/kon) 9 oH 900,00

20.105. ApneHoBupyc IgA (n/xon) 9 gH 1000,00

20.106. A26.06.026 |Ame6uas IgG (kay) 12 gH 1150,00

AT k Kopuno6akTtepuu audrtepun (Corynebacterium diphtheriae)

50.45.921. |A26.06.104 |ckpuHUHT 3 oH 850,00

20.127. Bpynennes IgG (kau) 3 iH 750,00

20.128. A26.06.012 |bpyuennes IgM (kau) 3 gH 790,00
A26.06.047.0

20.55. 01 Bupyc repneca 6 Tuna IgG (n/kou) 9 gH 820,00

20.83. A26.06.045 |Bupycrepneca 8 Tuna IgG (n/xou) 9 g1 990,00

20.171. Bupyc rpunna tuna B IgG (n/xox) 9 1 1200,00

20.172. Bupyc rpunna tTuna B IgM (ko) 9 nH 1600,00

20.169. Bupyc rpunna tuna A IgG (n/xou) 9 i 1300,00

20.170. Bupyc rpunna tuna A IgM (n1/kou) 9 1H 1350,00
A26.06.056.0

20.72. 01 Bupyc kopu (Measles) IgG (xox) 4 fH 1300,00
A26.06.056.0

20.73. 02 Bupyc kopu (Measles) IgM (n1/kou) 4 iH 1250,00
A26.06.071.0

20.17. 02 Bupyc kpacuyxu (Rubella Virus) IgM (n/xoun) 2 g1 700,00
A26.06.071.0

20.15. 01 Bupyc kpacayxu (Rubella Virus) IgG (xox) 2 fu 530,00

20.16. Bupyc kpacnyxu (Rubella Virus) IgG aBugHocTb (n/x0s1) 9 1H 1210,00
A26.06.046.0

50.15.2007.|02 Bupyc npoctoro repneca 1 u 2 tumn, IgG aBuaHocTb (11/K0J1) 9 IH 620,00
A26.06.045.0

20.50. 01 Bupyc npoctoro repneca 1 tum, IgG (n/xou) 2 gH 1000,00

20.51. A26.06.045 |Bupyc npocroro repneca 1 tumn, IgM (r1/xou) 2 gH 760,00

20.53. Bupyc npoctoro repneca 2 tumn, [gG aBugHoCcTh (11/K001) 9 IH 880,00

20.118. A26.06.034 |lematut A, anti-HAV cym. AT (n/xou) 2 jH 970,00

20.38. A26.06.043 [Cematut D, anti-HDV cymm. (kau) 9 fH 900,00
A26.06.044.0

20.82. 02 l'enatut E, anti-HEV-1gG (xa4) 9 gn 1100,00
A26.06.044.0

20.81. 01 l'enatut E, anti-HEV-1gM (kau) 9 gx 1100,00

20.136. JluarHoctuka Ty6epkyJiesHoit undpekyuu metonom T-SPOT 6 nH 7500,00

20.9. A26.06.093 [HMepcuHuos IgA (ni/kou) 9 iH 850,00
A26.06.093.0

20.8. 01 Wepcrunos IgG (n/xou) 9 gH 890,00

20.95. A26.06.094 |HepcuHus nceBgoTy6epKysiesa (1/kou) 9 aH 600,00

20.93. A26.06.086 |HepcuHus1 3HTEepOKOJIUTHKA, cepoTun 03 (1n/kou) 9 nH 750,00

20.94. A26.06.086 |HMepcuHusi aHTepoKOJIUTHKA, cepoTun 09 (1/kou) 9 aH 600,00

20.142 A26.06.138 |KBanTudepoHoBbIl TecT 10 aH 7900,00

20.88. A26.06.103 |Kokutoun (Bordetella pertussis), antuTtena IgA (n/kou) 9 1H 1000,00
A26.06.103.5

20.18. 01 Koxutonr (Bordetella pertussis), anturtena IgG (n/xon) 9 gx 1000,00




A26.06.103.5

50.83.1295.|00 Koxutromn (Bordetella pertussis), anturesna IgM (n/kou) 2 gH 1100,00
20.115. A26.06.053 |/lefimimanwmo3 IgG (/kon) 15 fH 1560,00
50.4.2121. |A26.06.109 |MeHuHrokoxk, (Anti-Neisseria meningitidis A, B, C) cymm. a/T 9 gH 2490,00
A26.05.047.0 |[Mukob6akTepuu Ty6epKyae3a (Mycobacterium tuberculosis) (cymm.
20.64. 01 AT, ka4) 9 oH 550,00
20.102. A26.06.067 |PecniupaTopHbI¥ CHHIUTHAABHBIN BUpyC IgG (11/kou) 9 1H 900,00
20.103. A26.06.067 |PecniupaTOpHBIN CUHIIMTHAJIbHBIN BUpyc IgM (11/kos1) 9 aH 900,00
20.13. A26.06.074 |Canmpmonesunes (rp.A, B, C, [, E, cymm., n/Kou1) 9 nH 1000,00
A26.06.082.0
20.28. 07 Cuduaunc, Treponema pallidum ummyHo6.10T IgG (kau) 4 aH 2560,00
A26.06.082.0
20.27. 07 Cudunuc, Treponema pallidum ummyHo6s10T IgM (kay) 4 aH 2500,00
50.5.2105. |A26.06.105 |CTos6HAYHBIN aHAaTOKCHH IgG (kou1) 8 nH 1800,00
A26.06.118.0
20.116. 01 CeinHoOM TH® (1/K0J) 9 I1H 600,00
A26.06.081.0
20.76. 01 Toxkcomasma IgG (ko) 2 jH 550,00
209 Toxkcomnsazma IgG aBuaHOCTD (11/K0J1) 9 TH 1220,00
A26.06.081.0
20.78. 02 Tokcomnsazma IgM (n/kou) 2 aH 700,00
20.48. TpuxomoHaza (Trihomonas vaginalis) IgG (kau) 6 fH 500,00
20.14. A26.06.033 |Xenuko6akTep nunopu (Helicobacter Pylori) IgG (r1/kou1) 6 iH 630,00
20.86. A26.06.033 |XenmkobGakTep nusnopu (Helicobacter Pylori) IgA (xos) 3 aH 890,00
20.87. A26.06.033 [XesmkobGakTep nusopu (Helicobacter Pylori) IgM (xos) 3 aH 920,00
A26.06.022.0
20.58. 01 HutomeranoBupyc IgG (n/xon) 2 1 500,00
20.59. LuTtomeranoBupyc IgG aBuaHoCTb (11/K0J1) 9 IH 1350,00
A26.06.022.0
20.60. 02 LHutomeranoBupyc IgM (n1/xou) 2 iH 700,00
20.91. A26.06.097 |llIuresna 3onHe (11/K0J1) 9 IH 520,00
20.89. A26.06.098 |lluresnna ®aekcHepa 1-5 (n/xo.) 9 aH 600,00
20.90. A26.06.098 |llluresnna ®aekcHepa 6 (n/kou) 9 [H 600,00
AHTHHeUTpoUIbHBIE [UTOI/Ia3MaTHYeCKHe aHTUTea, IgG
50.51.2181 [A12.06.037 [(ANCA), Combi 6, kau. 9 an 6400,00
1818 A12.06.071 |AHTHOBapHa/IbHbIE aHTUTEJIA (AHTUTEJA K TKaHAM sIMYHHUKA) 9 TH 2150,00
AHTHCcniepMasibHble AT (aHTUTeH ciepMaibHOM XKUAKOCTH)(K0J1.) 9
26.31. A12.06.028 |gH 1300,00
AnTuTena IgA, IgM, IgG k xnamugun nHeBMoHuHU (Chlamydia
5225 A26.06.016 |pheumoniae) B kpoBu 8 1H 1300,00
A26.06.121.0
5466 01 AHTuTena IgG Kk aHTUreHaM HeMaTo/ poia Anisakis B KpoBU 6 JH 1500,00
4382 A26.06.122 |AnTuTesna IgG k TeHuugam (Taenia solium) 8 gu 1200,00
A26.06.090.0
5130 02 AnTuTena IgG k XautaBupycawm (I'JITIIC) 6 nH 730,00
AnTuTesa IgG, [gM k Bo36yauTesto onuctopxo3a (Opisthorchis
5318 A26.06.062 [felineus) B kpoBu 8 oH 1000,00
5320 A26.06.079 |AnTuTesa IgG, IgM k TpuxuHennam (Trichinella spp.) B kpoBu 8 gH 1000,00
AntuTena IgG,1gM k xaHTaBUpycaM, BO36yIUTESAM
reMopparuyecKou JUXopaKu c modedHbIM cuaapomoM (IJII1C) B
5425 A26.06.090 |kpoBu 6 AH 1300,00
A26.06.090.0
5131 01 AnTuTena IgM k XanraBupycaum (I'JITIC) 6-7 gH 990,00
2387 A12.06.051 |AHTUTesa K b2-rnukonpoteuny I(IgG) 8 nn 1900,00
2389 A12.06.051 |AHTuUTena K b2-rnukonpoTeuny I(IgG, IgM) cymm. 8 iH 1600,00
2388 A12.06.051 |AHTuTena k b2-rnukonpoTtenny [(IgM) 8 nH 1900,00




AHTHTEJIa K aHTUT'eHaM ITe4eHOYHOW TKaHHU (MHKpOCOMbI

1755 A12.06.024 |nmeyenu/mouku LKM1) 13 nn 2000,00
243 A26.06.080 |AHTuTesa k aHTUreHaM ToKcokap (Toxocara) IgG 6 jH 500,00
242 AHTHTesa K ackapu/iaM (Ascaris Lumbricoides) IgG 4-5 ax 700,00
3191 AnTuTesa K 6pynese (Brucella), IgA 6 nju 900,00
1954 A12.06.010 |AHTuTesna K ructoHaM IgG (KosMyecTBEHHBIN) 8 IH 1700,00
1815 A12.06.055 |AHTuTesna K rivaauHy IgA 9 nH 1550,00
1816 A12.06.055 |AHTuTesa K riivaguny I1gG 9 aH 1550,00
2390 A12.06.029 |AnTuTesa K Kapauoaununy IgG 12 nx 1600,00
2391 A12.06.029 |AHTUTesa K KapauoaunuHy IgM 11 nu 1600,00
4384 A26.06.120 |AHTuTesna Kk kioHopxaM (Clonorchis sinensis) IgG 8 gu 1120,00
1962 AHTUTesa K 1siM6usAM (Lamblia intestinalis) (IgM) 8 gu 700,00
AHTHTeNa K MOAUPUIIMPOBAHHOMY LU TPYJINHUPOBAHHOMY
2366 A12.06.062 |BuMeHTHHY - MCV IgG (AT k Sa-aHTuUreHy) 9 IH 1700,00
1953 A12.06.010 |AHTHuTesna K HyKseocoMe (Le kneTounerii dakrop) (IgG) 8 nH 1650,00
A26.06.062.5
1963 00 AHTHTesa K onuctopxaM (Opistorchis felineus) IgG 6 an 500,00
A26.06.062.5
1964 01 AnTuTesa K onuctopxaMm (Opistorchis felineus) IgM 6 nu 500,00
AHTUTesa K napueTaabHbIM KiIeTKaM xkeayka (1K) (IgA, IgG) 13
2512 A12.06.026 |gH 2220,00
1819 AHTuTena k nporpom6ouny (IgM, IgG) 15 au 3600,00
2386 A12.06.056 [AHTuUTesa K TKaHeBOM TpaHcratoTamuHase (IgG, IgA) 8 au 1400,00
5212 A26.06.081 |AHTuTesa Kk TokcomnasMe (Toxoplasma gondii) (IgG, IgM) 4 nn 1200,00
26.162. A12.06.013 |AHTUTeNa K TpoMbGouuTaM, MeToZ, HPUD 9 nH 4380,00
AHTHTea K yrpyLaM, CTpoHruiouo3 (Strogyloides stercoralis)
4381 A26.06.123 |IgG 8 gH 1450,00
1486 A12.06.030 |AHTuUTesa k pocoaunugam IgG 11 ax 1400,00
1487 A12.06.030 |AuTuTena Kk poconunugam IgM 11 gu 1400,00
AHTHTe/Ia K [UTOIIa3MaTHYeCKUM aHTUreHaM HeUTpoduioB K 3
2533 A12.06.053 |anTurenam (ANCA k 3 AT': PR3, MPO, GBM) 13 au 5600,00
4380 A26.06.124 |AHTuTesna K mucrocoMaM (Shistosoma mansoni) IgG 11 gu 1500,00
5117 A12.06.066 |AHTUTeJa K 3HAOMU3HUIO, IgA 9 fH 2200,00
2246 A26.06.024 |AHTUTeJsa K 9XUHOKOKKY IgG 8 1H 1100,00
1812 A12.06.010 |AuTusagepHble aHTUTeNa ANA ckpuHuHT IgG (26 aHTUreHOB) 8 AH 1500,00
AHTUsepHble aHTUTea IgG (ANA IIpodunn): (dsDNA, HyksieocoMa,
SS-A, SS-B, RNP, Sm, CENP-B, Jo-1, Scl-70, Rib-P, Ro-52, ructon) 21
1813 A12.06.010 |zH 2300,00
A26.06.006.0
2516 02 Acneprusnes (Aspergillus fumigatus) (IgM) 8 nn 1000,00
20.129. A26.06.006 [Acneprusnes (Aspergillus fumigatus) IgG(n/xon) 5 aH 670,00
A26.06.049.0
20.79. 01 AT xk BUY 1/2 u AT' p24 (ckpuHUHT, Ka4.) 3 IH 450,00
26.28. A12.06.039 |AT k uncysnuny (ko) 4 aH 1640,00
26.191. A12.06.037 |AT k muesnonepokcugase (antu-MIIO, MPO) 9 nn 1750,00
ADC. AuTuTena K pocdonunupam (IgG,IgM) cymm.
(kapauonununy,pocdatuguanHosnToRy, bochaTUANICEPUHY,
dochaTuanI0BOM KHUCI0TE U b2-TJIMKONPOTENHY)
321 A12.06.030 |(kosinyecTBEHHBIN) 8 IH 1700,00
A26.06.011.0
223 02 Boppesnunos (Borrelia burgdorfery) 1gG 3-4 gn 900,00
A26.06.011.0
224 01 Boppenuos (Borrelia burgdorfery) IgM 4 nn 900,00
3169 Boppennos (Borrelia burgdorfery), IgG (ummyH06s10T) 11 1H 3300,00
A26.06.011.0
3168 01 Boppesnnos (Borrelia burgdorfery), IgM (ummyno610T) 11 fiH 3400,00




BpromHo# Tud, AT Kk caneMoHes1e Tudu (Salmonella typhi) B

2283 A26.06.077 |kpoBy, PIIT'A 4 1H 600,00
A26.06.084.0 |Bupyc Bapuuesnna soctep (BeTpsiHasi 0CIla, ONOSIChIBAIOIIU M JIMIIAM)
222 02 IgM 5-6 1H 900,00
A26.06.084.0 |Bupyc Bapuresia 3octep (BeTsHasi 0CIa, ONMOSChIBAOIIUN JIUIIAMN)
221 01 IgG 5-6 gH 900,00
A26.06.088.0
227 02 Bupyc knemeBoro aunedanuta IgG 3-4 nu 900,00
A26.06.088.0
228 01 Bupyc kiemeBoro annedanura IgM 3-4 ax 900,00
5298 A26.06.056 |Bupyc kopu (Measles) IgG, IgM 8-9 nu 1500,00
5211 A26.06.071 |Bupyc kpacHyxu (Rubella Virus) (IgG, IgM) 4-5 nu 1000,00
215 A26.06.045 |Bupyc npocroro repneca 1 u 2 tun (IgG)6 nH 650,00
A26.06.045.0
216 03 Bupyc npoctoro repneca 1 u 2 tun (IgM) 6 gx 650,00
A26.06.045.0
217 02 Bupyc npocroro repneca 2 tumn, IgG 6 1H 950,00
1592 A26.06.045 |Bupyc npocroro repneca 2 tum, IgM 6 n1H 950,00
A26.06.112.0
1771 01 Bupyc sanugemuyeckoro napoturta (Mumps) IgG 8 gu 980,00
5296 A26.06.112 |Bupyc sanugemuyeckoro naporurta (Mumps) IgG, IgM 8-9 nu 1600,00
A26.06.112.0
1770 02 Bupyc sanugemudeckoro naporurta (Mumps) IgM 8 nu 980,00
Bupyc dnirteiiHa-bapp, aHTruTesa K KanncugHoMy aHTureny (VCA),
5219 A26.06.029 |IgG aBugHOCTD 6 JH 1350,00
A26.06.029.0 |Bupyc 3nwterina-bapp, anTuTesa Kk kancuHoMy aHTUreHy VCA-
218 01 IgM 8 nH 700,00
A26.06.029.0 |Bupyc dnuiteiiHa-Bapp, anTuTena Kk KancugHoMy aHTureny VCA
219 02 (IgG) 8 nu 1000,00
Bupyc dnmteiiHa-bapp, aHTHTea k paHHeMy aHTUreHy EA (IgG) 8
2544 A26.06.030 |mH 800,00
Bupyc 3nmrrelina-bapp, anturesna k siepaomy antureny NA (IgG) 8
220 A26.06.031 |zH 700,00
A26.19.056.0 |BpeMeHHO HefjocTyneH! AHTHTeJa K IeYEeHOYHbIM COCATbLIUKAM,
4383 01 dacnuose3 (Fasciola hepatica) IgG 8 gu 1850,00
BpeMeHHO HefocTyneH! AHTUTesa K paCTBOPUMOMY aHTUTeHY
2534 A12.06.024 |medyeHH, mopKesIyA04YHOM Kese3bl (SLA/LP) 8 nH 2400,00
A26.20.005.0 |BpemenHo mpuocTaHoBJieHo! Ypeana3dma (Ureaplasma urealiticum)
5218 02 (IgM) 7-8 pH 1580,00
A26.06.034.0
1761 01 l'enatut A (anti-HAV) (IgM) 4 nn 950,00
A26.06.034.0
1762 02 lenatut A (aHTU-HAV) IgG 4 11 1000,00
A26.06.039.0
1765 01 l'enatuT B, anTUTe A K ilepHOMY aHTUTreHy aHTU-HBc (IgM) 7-8 nH 800,00
A26.06.043.0
20.37. 01 l'enatut D, anti-HDV IgM (ka4) 9 nH 900,00
A26.06.036.0
201 01 l'enatut B (ckpununr), HBsAg (kxau.) 3-4 gH 380,00
A26.06.039.0
1764 01 l'enatuT B, anTUTeNa K e-aHTUTeHY (anti-HBe) 8 n1n 700,00
A26.06.040.0 |TemaTuT B, aHTUTE/ 1A K TOBEPXHOCTHOMY aHTHUTeHy anti-Hbs (kou1.)
203 02 8 nH 700,00
l'enatut B, anTUTeNa K ifepHOMy aHTUTreHy HBcAg (IgG, IgM), kau.
202 A26.06.039 |8 nH 600,00
1763 A26.06.035 |l'ematut B, HBeAg onpeenenue anturena 8 iH 700,00
1066 A26.06.101 |[lemartut C - HCV anTuren/anturena (MPA), n/xon 8 nH 950,00




A26.06.041.0

1177 01.500 Fenatut C antu-HCV IgG, aBugHOCTD 8 1H 1400,00
A26.06.041.0
1766 03 l'enatut C, antu-HCV IgM 8 niH 650,00
A26.06.041.0
204 02 TFenatut C, antutena k HCV (IgG,IgM) cymm, kau 3-4 fH 450,00
A26.06.041.0
1929 03 l'enatuta C (anTu-HCV) IgM 3-4 nH 350,00
A26.06.041.0 [FematuTta C (anTu-HCV) cniekTp, onpefenenre AT K CTpyKTYpHBIM U
1931 01 HECTPYKTYpPHBIM 6esikaM 10 1H 700,00
FocnuTtanuzanus: KoMniekcHoe vccjieaoBaHye Ha renaTuThl B,C,
230 BUY-1,2, cuduauc IgG, IgM (cymm.) 3-4 g1 1490,00
2537 A12.06.024 |/luarHoctuka ayTouMyHHoro remnatura (Liver-9-Line) 11 nu 1900,00
A26.06.006.0
2396 03 Kanpupa anb6ukanc Candida albicans IgM 8 nu 980,00
A26.06.006.0
20.49. 02 Kanpuja anb6ukanc, (Candida albicans) IgG (n/kou) 6 iH 980,00
A26.08.027.5 |KoponaBupyc, IgG u IgM k SARS coronavirus 2, UPA nonykonna 2-3
4543 01 IH 1900,00
A26.08.027.5
4541 03 KoponaBupyec, IgG k SARS coronavirus 2, UDA konuvectB. 2-3 1H 1520,00
A26.08.027.5 |KoponaBupyec, IgG, IgM, IgA k Hykeokancuay (N) u cnaiik-6eky (S)
4834 01 Bupyca SARS-CoV-2, UDA 4 nH 1300,00
A26.08.027.5 |KoponaBupyc, IgM k SARS coronavirus 2, UPA nonykonudect 2-3
4542 02 [H 1200,00
A26.08.027.5 |KoponaBupyc, SARS-CoV-2, cnaiikoBoBblii (S) 6esnok (RBD), IgG,
5243 03 HN®A KosmyecTBeH 4 1H 1400,00
20.7. A26.06.032 [/Iam6sno3 (cymm. AT, 1/kou) 6 i1 800,00
5171 A26.06.034 |Mapkepos renatuta A B kpoBH (IgG, IgM) 1400,00
A26.06.036.0
5057 01 Mapkepsbl renaturta B 4 1H 1100,00
5056 A26.06.041 |[Mapkepsnl renatuta C 4 g1 1200,00
A26.06.041.0 |Mapkeps! renatutoB B, C (HBSAg, anTutena (IgG,IgM) k HCV) 3-4
1034 01 JH 750,00
A26.06.057.0
5216 02 Mukomnaszma (Mycoplasma hominis) (IgM) 5-6 au 1260,00
A26.06.057.0
1594 03 Mukonsazma (Mycoplasma hominis) IgA 8 nn 800,00
A26.06.057.0
1593 01 Mukormnazma (Mycoplasma hominis) IgG 8 ju 600,00
A26.06.057.0
3879 05 Mukomnaszma (Mycoplasma pneumoniae) (IgM) 8 gu 700,00
A26.06.057.0
1774 04 Mukonsazma (Mycoplasma pneumoniae) IgA 8 au 850,00
A26.06.057.0
1775 06 Mukomnazma (Mycoplasma pneumoniae) IgG 8 fu 700,00
HenpsiMmo#t aHTUT/I06YIMHOBBIN TeCcT (QHTUIPUTPOLUTAPHEIE,
2376 A12.05.008 |ansouMMyHHbIe aHTUTesA) (Henpsimas npob6a Kym6ca) 4 aH 950,00
OnpefesieHHe aHTUTeE] K aHTUTeHaM 4 reJIbMUHTOB (OIHMCTOPX03,
240 TPUXHHEJJIe3, TOKCOKApO03, 9XUHOKOKKO03) 6-7 1H 1200,00
OnpefenieHHe aHTUTeE] K BUPYCY KJlelleBoro sHedalnTa B KpOBU
5520 A26.06.088 |IgG, IgM 4 nH 1100,00
OnpepeneHue aHTUTEJ K Bo36yAuTe 0 Kokiwiia (Bordetella
A26.06.103.0 |pertussis) u napakokJoiia (Bordetella pertussis, Bordetella
5322 01 parapertussis), cymmapsbie (PII'A) n/kos B kpoBU 8 H 1600,00
OnpezesieHre aHTUTEJ K JlernoHessie THeBMOoHUH (Legionella
5462 A26.06.051 [pneumophila) B kpoBu 8 nH 1300,00




Or[pe,qeneHI/Ie AHTHUTEJ K pUKKETCUAM - BO36y,£[I/IT€‘J'IHM CBIITHOTO

2502 A26.06.118 |tuda (Rickettsia spp.) B kpoBU 4 aH 600,00
A26.06.022.0 |Onpenenenue antuTes kiacca G (IgG) k napsoBupycy B19
6338 02 (Parvovirus B19) B kpoBu 13 gH 2000,00
A26.06.022.0 |Onpenenenue antuTen kiacca M (IgM) k mapBoBupycy B19
6339 02 (Parvovirus B19) B kpoBu 13 gH 2000,00
Onpenenenue antute kinaccoB M, G (IgM, I1gG) k Mmukomniasme
5226 A26.06.057 |nHeBMOHMM (Mycoplasma pneumoniae) B KpoBU 8 1H 1200,00
A26.06.012.0 |OmpenesieHMe CyMMapHbIX aHTUTe K 6pyesnaM (Brucella spp.) 8
5319 04 JH 1600,00
2504 A12.05.009 |[IpsiMoit aHTUTI0OYIMHOBBIN TecT (npsiMas npoba Kym6ca) 4 jH 950,00
A26.06.082.0
205 03 Cudunuc Treponema pallidum (PIIT'A) 4 nH 500,00
Cudunuc Treponema pallidum B peaknuu uMmMyHOdIyopecLeHIIUN
2200 (PUD) 8 nu 700,00
A26.06.082.0 |Cudunuc, Treponema pallidum Peakuius MukponpenunuTanuu c
229 01 KapAuoaunuHoBbIM anTureHoM (RPR, PMIT) 1-2 nu 300,00
A26.06.082.5
1445 01 Cudunuc, Treponema pallidum (IgG) 7-8 gu 480,00
A26.06.082.0
1810 02 Cudunnc, Treponema pallidum (IgG,IgM) cymm., kau. (kpoBb) 3-4 aH 550,00
A26.06.082.0
4102 04 Cudunuc, Treponema pallidum (IgG,M) (nukBop) 3-4 gH 1200,00
A26.06.082.5
2395 00 Cudunc, Treponema pallidum (IgM) (kpoBb) 5-6 1H 900,00
A26.06.082.0
2199 02 Cudunnc, Treponema pallidum IgM (UDA) 4 nn 700,00
A26.06.079.5
1966 00 Tpuxunesia (Trihinella) IgG 6 ou 600,00
A26.06.079.5
1965 01 Tpuxunesa (Trihinella) IgM 6 gu 600,00
A26.06.057.0
1597 07 Ypeansazma (Ureaplasma urealiticum) IgA 8 u 770,00
A26.06.057.0
1598 08 Ypeansiazma (Ureaplasma urealiticum) IgG 8 gH 770,00
XenukobakTtep nusopu Helicobacter Pylori (IgA,IgG,IgM) cymm. 3-4
206 JH 800,00
1777 A26.06.016 |Xnamupus (Chlamydia pneumoniae) IgA 5-6 1u 800,00
1778 A26.06.016 |Xsmamugus (Chlamydia pneumoniae) IgG 6 g1 800,00
A26.06.015.0
1776 02 Xnamugus (Chlamydia pneumoniae) IgM 6 ax 800,00
A26.06.018.0 [Xnamuzus (Chlamydia trachomatis) (HSP60) AT k 6es1Ky TensioBoro
1447 03 mwoka (IgG) 8 fu 690,00
A26.06.018.0
5217 02 Xnamupaus (Chlamydia trachomatis) (IgM) 8 nu 700,00
A26.06.018.0
225 03 Xnamugus (Chlamydia trachomatis) IgG 8 nn 700,00
A26.06.018.0
226 01 Xnamuaus (Chlamydia trachomatis) IgA 8 nn 700,00
4379 A09.05.074 |JUK, cogepxalie aHTUTe€Hbl OUCTOPXOB 9 H 1020,00
Jnu-Bucnepo-Tect-24 (aHTHTENA K 24 aHTUT€HAM OCHOBHBIX
4284 B03.047.002 |opraHoB u cucTeM 4esioBeka) 11 a1 11500,00
1.1.17. ToKcuMKoJIoTHYeCcKHe HccIeJ0BaHuA
AHasnin3 Mouu "BpezsHblie npUBBIYKU" (a/IKOT0JIb, HUKOTHH,
HapKOTHWYeCKHUe U ICUX0aKTHUBHbIE BellecTBa - 6osiee 800
1911 A09.28.055 |mpeactaBuTeseit) 7 agH 3580,00




A09.28.055.0

HccnenoBaHve Mo4Y Ha BbISIBJIEHUE ynOTpe6J’I€‘HI/IH CHUHTETHYeCKHX

1.99.1 01 KaHHabuHouzoB "CnakicoB" 7 AH 6780,00
A09.28.055.0 |[KosmmuecTBeHHOe onpejiesieHre aMbeTaMUHA U ero IPOU3BO/IHBIX B
1.92.1 01 Mode 7 IH 2480,00
A09.28.055.0
1.96.1. 01 KosnmyecTBeHHOE onpe/iesieHHe 6apOUTypaTOB B Moue 7 IH 2480,00
A09.28.055.0
1.97.1 01 KosmmyecTBeHHOE onpe/iesieHre 6eH30/iMa3eMHOB B Move 7 IH 2580,00
A09.28.055.0
1.93. 01 KosinyecTBeHHOE onpe/iesieHe KAHHaOWMHOWIOB B Move 7 TH 2600,00
A09.28.055.0 |KostmyecTBeHHOe ompe/iesieHUE KOKAaWUHA U ero MeTaboJIUTOB B
1.94.1 01 Mo4e 7 IH 2600,00
A09.28.055.0
1.95.1 01 KosindyecTBeHHOE onpesie/ieHUe OMAaTOB B Move 7 JiH 2480,00
[IpeABapuTeNbHBIN aHAIM3 MOYM Ha BbisBJeHUe 8 rpynn
HApPKOTHUYECKHUX U ICUXOAKTUBHBIX BEIeCTB (OIMHATHI,
pacTuTe/bHbIe U CUHTETHYECKHE KAHHAOWHOU/bI, QeHUIaNKuIa 7
1.215. A09.28.055 |[gH 5000,00
[IpeaBapUTEbHBINA aHAJIM3 MOYU Ha BbIsiBJEHUE 9 Irpymn
HapKOTUYECKHUX Y IICUX0aKTHUBHBIX BelleCTB (OMUaThI,
KaHHabUHOWUABI, aMpeTaMHuH, MeTaMbeTaMUH, KOKaWH, 3KCTa3u 7
1.98.1 A09.28.055 |zH 2540,00
50.2.2144. |A09.05.229 [YrueBojg-gedunutHeid TpaHcheppuH (CDT) 6 nH 4180,00
1.2.12. Mukpockonuy.ucca HKAJI
2070 A26.01.018 |HcciemoBaHue cockob6a c KOXU Ha Scabies (dyecoTka) 2-4 H 450,00
UccnenoBanue Ha KYM B pa3jinyHOM GHOJIOTMYECKOM MaTepuase 2-
2401 A26.09.001 (4 nH 450,00
A26.20.017.0 |MccnenoBaHue OTAe/sIEMOr0 MOJIOBbIX OPTaHOB HA TPUXOMOHMA3
1975 01 (Trihomonas vaginalis) 4 gx 450,00
2402 A12.21.003 |UcciepgoBaHue coka npoctathl 1-2 1H 450,00
HUccnepnoBaHue cockoba € KOXKH Ha HAIMYHE KJIella leMo/eKca
2068 A26.01.018 |Demodex 2-4 iH 500,00
Mukosi0oru4ecKoe UccaeloBaHue KOXKHU (4pOXOKeBble, IIECHEBBIE,
2069 A26.01.015 |gepmaToMuIeThI) Ka4. 2-4 TH 600,00
MuKoJIoTH4YEeCKOe UCCIelOBaHUe HOTTeH (ApOXIKeBbIe, IIJIECHEBLIE,
2271 A26.01.033 [gepmaToMUIeThI) Ka4. 4 IH 600,00
Mukpockonuieckoe MccjaejoBaHue "TOJCTOHN Kanau" U "TOHKOro"
1934 A26.05.009 [mMaska KpoBM Ha MaJIApHIHbIE MJIa3MOAWU 1-2 IH 450,00
Mukpockonuieckoe MccjaeJoBaHUe BOJIOC HAa lepMaTOMULEThI 2-4
2656 A26.01.011 (gH 600,00
MuKpocKkonuieckoe uccieloBaHue TUHEKOJIOTMYeCKOro Ma3Ka Ha
1974 A26.20.001 |dsopy 4 nH 550,00
Mukpockonuieckoe Mccjae0BaHue OTAe/1s1eMOT0 CIU3UCTON
5053 A08.08.003 |0o6oJsiouKH HOCA (pUHOLUTOrpaMMa) 2-4 IH 600,00
1151 A12.23.004 |O6iee uccieoBaHHEe CIIMHOMO3IOBOM XUAKOCTH 1-2 AH 450,00
5388 B03.016.012 |O6mui (KJIMHUYECKUH ) aHaJIM3 CHUHOBHUAJIBHOM JKUJIKOCTH 3 TH 450,00
4282 A12.30.013 |0O6wuii aHa/IM3 BBINOTHBIX XKUJAKOCTeH (acuuTrUyeckas) 2-4 oH 450,00
4281 A12.30.013 |O6wuMii aHA/IM3 BHINOTHbIX XKUAKOCTEN (MepuTOHealbHas) 2-4 oH 450,00
1969 A12.09.014 |06t aHa/IM3 BBINOTHBIX XKUJAKOCTeH (I/IeBpaibHas) 2-4 oH 450,00
2538 A12.16.010 |06muMii aHa/IU3 AYO/IeHAJbHOI0 CofiepKuMoro 1-2 nH 450,00
1968 A12.09.010 |O6muMii aHAJIU3 MOKPOTHI 2-4 TH 450,00
[IpocMOTp Maska KpOBH [iJisl aHA/IM3a aHOMalui Mopdosioruu
5094 A12.05.122  |sputponuToB (Tenbua 'eiiHua-dpauxa) 2 oH 600,00
2284 A26.01.017 |Cocko6 Ha aHTepo6u03 (Enterobius vermicularis) 1-2 nu 450,00
J03UHOUIIBI, OTHOCUTEJNBHOE KOJIMYECTBO B OT/EJIIEMOM U3 HOCA
2403 A08.08.003 |meTopoM py4yHoro nogcdérta 1-2 fH 450,00
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